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10 20 30 40 50 60

B MDAATTRVGLTDLTFRLLRESFADAVSWVAKNLPARPAVPVLSGVLLTGSDNGLTI SGFD

Secondary - } )
ey AVARAATARARAANL Ay, ey
structure AR
confidence
2?2 —72 —?
Disorder I ENTEE In D DO EENENE B | .

confidence

70 80 90 100 110 120

P YEVSAEAQVGAEI VSPGSVLVSGRLLSDI TRALPNKPVDVHVEGNRVALTCGNARFSLPT

Secondary N N - -
s ————— — —— ey T L R L R R ——" — —e— — — —
structure
SS I BN S IO S 0929 S| ESSSGSSSSESEEEEEEEEEE  E

confidence

Disorder

Disorder
confidence
130 140 150 160 . . . 170 . P 180

B MPVEDYPTLPTLPEETGLLPAELFAEAI SQVAI AAGRDDTLPMLTGI RVEI LGETVVLAA

Secondary _ - } )

—R5% e LAAAAANANN U N -
structure
confidence

Disorder — ?—1—17 12

Disorder
confidence
190 . 200 . 210 220 . . . 230 . .. 240

EEXEEY TDRFRLAVRELKWSASSPDI EAAVLVPAKTLAEAAKAGI GGSDVRLSLGTGPGVGKDGLL

Secondary _ - . )
 — — AARAAAARRRA — — —
structure
SS
L — L[ —— BN e B B I
confidence
Disorder 2722272122 2?2?22 ———

Disorder

g [
confidence

... ... 025000 ..., L260 . ..., . ...270. ..., ... .0280 . . . .o, .o.o.o.290 . . . .., . . . .300

P Gl SGNGKRSTTRLLDAEFPKFRQLLPTEHTAVATMDVAELI EAI KLVALVADRGAQVRME
Secondary . - )

——— ey —————— U R [ ———— —

structure m

SS
confidence

Disorder

Disorder
confidence
310 320 330 340 350 360

RS F ADGSVRLSAGADDVGRAEEDLVVDYAGEPLTI AFNPTYLTDGLSSLRSERVSFGFTTAG
SCCONMANY ey e———— e— AAARARARAN — —
structure =
SS
confidence
Disorder 222272 ?
Disorder
confidence

370 380 390 400

PR KPALLRPVSGDDRPVAGLNGNGPFPAVSTDYVYLLMPVRLPG

Secondary N N
 — I ————
structure
confidence
Disorder 222272 ——2222222127?2? 22272
Disorder [ B B . I L B B e

confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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