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Secondary structure and
disorder prediction

T T -1 P - )

MY MTGSVDRPDQNRGERSMKSPGLDLVRRTLDEARAAARARGQDAGRGRVASVASGRVAGRR
e AARARAARRAARRAR — LLLLY

structure
SS

confidence

Disorder 222 2 22?2 222222222?2?2?7?22? 2222222222222 22222222?22?2?

Disorder
confidence

70 . . ... ... .80 . .. ... .90 . ... ... 200 . ... ... L1100 ..., . ... 120

RSWSCPGPDI RDPQPLGKAARELAKKRGWSVRVAEGMVLGQWSAVVGHQI AEHARPTALN
Secondary ALALALAALAAAAE ALTAAAAALATAAAAANL AN ——

structure

_ I . = | T U T
confidence

Disorder 222 2?2?2?222222227? ?
Disorder

q I
confidence

L2130 . . . .. . . . .180 . . . ., . . . 150 . . . .. . . . 160 . . . .. . . . .170. . . .., . . . .18

XM DGYLSVI AESTAWATQLRI MQAQLLAKI AAAVGNDVVRSLKI TGPAAPSWRKGPRHI AGR
Secondar - -
Y o e——— RARARAARAAAAARARARRARARN AR —

structure

SS
q | L. R D EE—
confidence
Disorder 222222222272 12727
N HE N e

Disorder
confidence

GPRDTYG
Secondary
structure

SS
confidence
Disorder 2 22 2 2 2 ?
Disorder

confidence

Confidence Key
High(9) ll" [ NIRNN Low (0)
? Disordered ( 43%)
A4 Alpha helix ( 42%)
s Beta strand ( 11%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

