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Secondary structure and
disorder prediction

10 20 30 40 50 60

RS VTESPTAGPGGVPRADDADSDVPRYRYTAELAARLERTWQENWARLGTFNVPNPVGSLAP

SEERTREITY ARAAAALRRNNNRAN
structure

confidence
Disorder 222 2?2?2222222?2?2222222? 272222127 222227272
Disorder [ Ia— s e | I Bl O e .

confidence

70 80 90 100 110 120

PP DGAAVPDDKLFVQDMFPYPSGEGLHVGHPLGYI ATDVYARYFRMVGRNVLHALGFDAFG

Secondary —— — RRRALRTRRLLRALRRAN —
structure

confidence
Disorder 2 2 2 2 2 2
Disorder —

confidence

.. . .. . . . .13 . . . .., . . . .10 . . . ., . . . .25 . . . ., . . . .160 . . . ., . . . 170 . . . ., . . . .180
P LPAEQYAVQTGTHPRTRTEANVVNFRRQLGRLGFGHDSRRSFSTTDVDFYRWT QWI FLQI
Secondary, u g AARAAAA — ARAAAAAAAAAARAAAAA ' AVLRLLRRARARAR
structure _—
SS
confidence
Disorder 2 —?

Disorder
confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
P Y NAWFDTTANKARPI SELVAEFESGARCLDGGRDWAKLTAGERADVI DEYRLVYRADSLV
Secondar -
Y AR ANAAANNANN ANNAAANNNN —

structure

Disorder

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

P NWCPGLGTVLANEEVTADGRSDRGNFPVFRKRLRQWMMRI TAYADRLLDDLDVLDWPEQV
ISRy RARA ————— ———— AARRARRARR ——— AR

structure

Disorder

Disorder
confidence
310 320 330 340 350 360

P K TMQRNWI GRSTGAVALFSARAASDDGFEVDI EVFTTRPDTLFGATYLVLAPEHDLVDEL
Secondary - - - -
AR —— ——— —— ————
structure m
SS
confidence
Disorder

Disorder
confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
XM VAASWPAGYVNPLWTYGGGTPGEAI AAYRRAI AAKSDLERQESREKTGVFLGSYAI NPANG

>econdaly ARAR——ARARRAR ———— RRNRRARLRRRRA ————

structure

confidence

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L0430 . ... ... 880 . . ... 850 . . ... ... 860 . . . ... . .o.a70. . . .. . . . .48

XM EPVPI FI ADYVLAGYGTGAI MAVPGHDQRDWDFARAFGLPI VEVI AGGNI SESAYTGDGI

SCCONRNY oy —— RARAARRARAN  —

structure N
—_- Il IS Sl T S N S L

confidence

Disorder

Disorder
confidence
.49 . . . ., . . . .500. . . .. . . . .510. . . ... . . . .50 . . . ... . . . .530. . . .. . . . .54

LVNSiDYLNGMSVPAAKRAI VDRLESAGRGRARI EFKLRDWLFARQRYWGEPFPI VYDSDG

Seconda ry -
—AAA AAAAAAAAAAAAAN e N I ————
structure
SS I [ ) L} . | [

confidence
Disorder

Disorder
confidence
.50 . . . ., . . . .50. . . ., . . . .570. . . ., . . . .580. . . ., . . . .59. . . .., . . . .600

eI RPHALDEAALPVELPDVPDYSPVLFDPDDADSEPSPPLAKATEWVHVDLDLGDGLKPYSR

Secondary . . .
structure == RAR RARN R8 —_ —

Disorder

Disorder
confidence
610 620 630 640 650 660

DTNVMPQWAGSSWYELRYTDPHNSERFCAKENEAYWMGPRPAEHGPDDPGGVDLYVGGAE
Secondary

e ASAAAN i — AR
structure
Disorder 22222221272
|

Disorder
confidence
670 680 690 700 710 720

HAVLHLLYSRFWHKVLYDLGHVSSREPYRRLVNQGYI QAYAYTDARGSYVPAEQVI ERGD
Secondar
Y AMAAAAAAARARRARAARARR —— AAARRAR —p = RRARAN—

structure
)
confidence

Disorder ?

Disorder
confidence
L0730 . . . ., . . . 740 . . . ., . . . 750 . . . .., . . . .760 . . . .., . . . .770. . . .., . . . .78

PR RFVYPGPDGEVEVFQEFGKI GKSLKNSVSPDEI CDAYGADTLRVYEMSMGPLEASRPWAT
ey RRRRRRRRR RRAAAAL  ARARARARAR - RRA A

structure

Disorder ?

Disorder
confidence
.79 . . . ., . . . .80 . . . ... . . . .80. . . ... . . . .80. . . ... . . . .80. . . .. . . . .84

P KDVVGAYRFLQRVWRLVVDEHTGETRVADGVELDI DTLRALHRTI VGVSEDFAALRNNTA
Secondary
SAAAMNARAAARARANANANRSN R W L L ey
structure M
SS
confidence
Disorder 22222227272
Disorder
confidence

.80 . . . . . . . . .80 . . . ... . . . .80 . . . ... . . . .80. . . .. . . . .80. . . .. . . . .090

PR TAKLI EYTNHLTKKHRDAVPRAAVEPLVQMLAPLAPHI AEELWLRLGNTTSLAHGPFPKA
Secondary, u g AARAAAAAAAAAAAAARAAAAAARARAAA —— AARAARARAAA —_—

structure
SS

confidence

Disorder

Disorder
confidence




910 . . . PR O O B 930 940 950 960

PEEMEEDAAYLVDETVEYPVQVNGKVRGRVVVAADTDEETLKAAVLTDEKVQAFLAGATPRKVI VV

Secondary
—RARR———— ———— S——————— ARRRRAAAN  ARRRRAR e,
structure o
SS - B ] EE N | I T L B N 0 I 20—

confidence

Disorder
Disorder
confidence

AGRLVNLVI
Secondary -
structure

—-—
confidence

Disorder ———— ?
Disorder
confidence

Confidence Key
High(9) |1 ETIRII Low (0)
? Disordered ( 8%)
A% Alpha helix ( 37%)
= Beta strand ( 15%)



