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Secondary structure and
disorder prediction

10 20 30 40 50 60

M MSEHQSLPAPEASTEVRVAI VGVGNCASSLVQGVEYYYNADDTSTVPGLMHVRFGPYHVR

Secondary )
ey RARUAURALRARARN
structure AN
confidence
Disorder ? 2 2222 ?22?227??? 22222

Disorder

. B I
confidence

.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
P DVKFVAAFDVDAKKVYGFDLSDAI FASENNTI KI ADVAPTNVI VQRGPTLDGI GKYYADTI
Pecondary Re———AARA——ARAARAR —  AARRRAAR =

structure

Disorder ?2 — 222222722272 22?22?2222 ? 2 —12?272 —

Disorder
confidence
130 140 150 160 . . . 170 . P 180

Y ELSDAEPVDVVQALKEAKVDVLVSYLPVGSEEADKFYAQCAI DAGVAFVNALPVFI ASDP

Secondary __. )
G ARAALAARA  ARRARAN RULLLRRRAN
structure _— L
SS
B
TG | I O . IS — —
Disorder ——2? 2 2 ? ? P —
L]

Di;order -
confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PEEMEESVWAKKFTDARVPI VGDDI KSQVGATI THRVLAKLFEDRGVQLDRTMQLNVGGNMDFLNML
Secondar - -
Y RARAAAAN R R N e e G G L oy

structure

confidence

Disorder

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

P ERERLESKKI SKTQAVTSNLKREFKTKDVHI GPSDHVGWLDDRKWAYVRLEGRAFGDVPL
Secondary, g q ARAAAAAAAARAAAARAA —_— : —_
—AARAR AR AR A AR A AR ey e
structure
SS
confidence
Disorder ?

Disorder
confidence
310 320 330 340 350 360

PFEMEISNLEYKLEVWDSPNSAGVI | DAVRAAKI AKDRGI GGPVI PASAYLMKSPPEQLPDDI ARAQ

PECONY — AAARAAAAAAARARRAARARL — RARRARRAR — RRARRAR
structure
SS
confidence

Disorder ? 2222 —————

Disorder
confidence

LEEFII1G
Secondary ARARA —

structure

SS
P —

Disorder

Disorder .
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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