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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80

PEFEMEMTGLLLAAI LAPLAASI ASLI TGWRRTTATLTALSATTVLACAVAMGFWMGSGAQFGLGG

S d

rucry —AAATIALLLILIIIILT  AMAAARARARAAAARARALLLALLN A
SS

confidence

Disorder ? 2 2 ? 222272

D|§order —
confidence
70 80 90 100 110 120

ML LRADALTVVMLVYVI GI VGTLATAASI GYI DTELAHGHI DGRSARLYGVLTPAFLCAMVL

>econda’y AARRARARRARAARARAARARRARARSAAAAAA AR ARALRRRUTILLRRRAR
SS
e — - —
Disorder 222222221272

Disorder
confidence
130 140 150 160 . . 170 . . 180

BT AVCANNI GVI WYAI EATTVI TAFLVGHRRTRTALEATWKYVVI CSVGI AVAFLGTVLLYF
Secondary oo o ALLRLITILLILLLILLLRAAL —AAAAAARALLRLLLLLRULRLURRRARLRS

structure

SS
e ——

Disorder

confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PRSI AARDSGAAAAGALNLDI LAEHAAGLDPGVARLAGGLLLI GYGAKAGLFPFHTWLADAHSQ
Secondar
YA—RARA——ARRAR — ASANANAANNRNNRRRNNNNS

structure

Disorder 227?22 2222722

Dl'SOrder I
confidence
250 260 . .. 270 . . 280 . . 290 . . 300

BT AP APVSALMSGVLLAVAFSVLI RLRPI LDAVSGPAYLRNGLLVVGLATLLVAVLMLTVTG
Secondary g g mRRURRRULRRAAURRALRARAA AAASSAAASAASAAAAAAASAAAAAA

structure

SS
corrgence

Disorder

Disorder
confidence
. 310 . . . 320 330 340 350 360

B DVKRMLAYSSMEHMGLI Al AAAAGTTLAI AALLLHVLAHGI GKTVLFLAGGQLQAAHDST
Sifr‘:j‘c‘:j{g AAAAAAA S LR RS  AATTLLLLLAS LA AAARALARRLLRAAN
SS
confidence -
Disorder

Disorder
confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
e Al ADI TGVMRRSRLI GVSFAVGLI VLLGLPPFAMFASELAI ARSLANERLAWVLGAALLL
Secondar
Structurg R R ARAMAAAAAANAAN ——ALRLLLARNANN
SS

confidence
Disorder

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

I Al GFTALARNSGRMLLGTPAAGAPAI TVPATAAAALMVGI VVSAALGI TAGPLADLLGI

ot RAALLALLLAANIAAN ARRATIIIRLTILIIRALIILLARAARAAR

structure

SS
confidence

Disorder 2222222222122
Disorder
confidence

AASNVGLP
Secondary ARRARR ——

structure
SS

0 | .
confidence

Disorder ——2 2 2 2 ?

Disorder == |

confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 9%)

A% Alpha helix ( 78%)
s Beta strand ( 0%)

RATM helix ( 57%)



