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Secondary structure and
disorder prediction

1 10 20 30 40 50 60

VSVYi(HAPSRVRLR.QTRSTVVKGR.SGSLSWRRVR%GDLGLAVWG.GREEYRAVKP.GTPGI Q

Secondary - . ) } )
—— Y Iy ————— I — — [—
structure
confidence
BDECEEg? 2 2?2?22 —————?2?222722?2 —2 —? 222222222
DlSOrder I O I I I . N

confidence

70 80 90 100 110 120

PP KGDMMTVTVVDAGP GRVSRSVEVAAPAAELFAI VADPRRHRELDGSGTVRGNI KVPAKL

Secondary : )
—————— ———— —— I————— —— U AR LR LR R —— — Ny ————————————
structure AR
confidence
Disorder 2 222 ? —222? 22?27?27 22222722

D|§order —
confidence
130 140 150 160 . . 170 . . 180

B VVGSKFSTKMKLFGLPYRI TSRVTALKPNELVEWSHPLGHRWRWEFESLSPTLTRVTETF

Secondary -
ey —— ey —— Ry —————— I VA —
structure
SS
| [ | I I I N D T
confidence
Disorder ? 2

Disorder
confidence
190 . 200 . 210 220

PR DYHAAGAI KNGLKFYEMTGFAKSNAAGI EATLAKLSDQYARGRA

SCCONARNY —_— LLULLULTLTLLUTL U

structure
SS

. - . . I I
confidence

BSOGHEY —7? 72?72?22 -—1??77222?22?2?22?17? 7?2?2272

D|§order — R e
confidence

Confidence Key
High(9) [ IIRIIN Low (0)
? Disordered ( 32%)
AR Alpha helix ( 12%)
=) Beta strand ( 48%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

