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Secondary structure and
disorder prediction

1 . . .10 o200 .30 Lo 40 .50 . .60

XML TLPDDRAPTGLP DP GI EALAHTKI ASTI STVVADGYAVVLSTADI ANSLLANAI GYP I

Secondary
AVAAAAAAAAARAARAARAN — s— AAAAAAAAAAARA AR
structure
confidence
Disorder 2 2 2 22 22?2?2?222? ? ?

Disorder
confidence

L7080 .90,

XM AASVALVTPAAGANSSCWPADPSQHHRI AESRACA
Secondar
Y AAMARAARAAR —AARAA— ARAARAARAARAR —

structure

confidence
Disorder ? —? ? 22722 2222721712
Disorder

confidence

Confidence Key
High(9) IICERIRIINLow (0)
? Disordered ( 33%)
A% Alpha helix ( 65%)
= Beta strand ( 5%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

