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Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

P VPAVQPWLYSNMPAI RGAVLDQlI GVPRPYWRSKPI SVVELHLDPPDRGEVLVRI EAAGVC

Secondary - ~— )
[ —— ey — — — — e —
structure
confldence
? ?

Disorder
confidence
70 80 90 100 110 120

HSDLSVVDGTRVRPVPI LLGHEAAGI VEQVGDGVDGVAVGQRVVLVFLPRCGQCAACATD

Secondary : )
 ——— - S — — ————————— —
structure AARA
O —— DN TS I I T . I e —

SS
confidence

Disorder

Disorder
confidence
L0130 . . . ., . .. .180 . . . ., . . . 150 . . . ... . . . 160 . . . ... . . . .170. . . ... . . . .18

PR GRTPCEPGSAANKAGTLLGGGI RLSRGGRPVYHHLGVSGFATHVVVNRASVVPVPHEVPP
Secondary
structure
SS
confidence

Disorder 222222221727 ?
Disorder
confidence

e, .. . . 1% . . . 200 . 210 .. 220 . 230 . 240
PR TVAALLGCAVLTG GAVLNVGDPQP GQSVAVVGLGGVGMAAVLTALTYTDVRVVAVDQLP
Secondary A A W A A A A

structure -w e RARGRGNS ——— sy ———UULUUUNRNRARN —— e—
SS = e | |
confidence

Disorder

Disorder
confidence
L0250 . . . ., . .. 260 . . . .. . . . .270 . . . ... . . . 280 . . . ... . . . .29 . . . .. . . . .300

B EKLSAAKALGAHEI YTPQQATAGGVKAAVVVEAVGHPAALHTAI GLTAPGGRTI TVGLPP
2econdaly ARARARAAN — mmp RRAN ————— AAAAARRAARN — —

structure
SS
confidence

Disorder

Disorder
confidence
L0310 . . . ., . . . .03200. . . ... . . . .33 . . . ... . . . .30 . . . .., . . . .3 . . . ... . . . .360

PDVRi SLSPLDFVTEGRSLI GSYLGSAVPSHDI PRFVSLWQSGRLPVESLVTSTI RLDDI
Sy — AAARAA —— ———— ARAARAARARRA AR R m— AAAA

structure

confidence
Disorder ?

Disorder
confidence
370 . . . ., . . . .38 . .

PRSI NEAMDHLADGI AVRQLI SFTGDL
Secondary p u ARRARAR —— -
structure —
SS
confidence
Disorder 2 —?21727?
Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRIEI Low (0)
? Disordered ( 7%)
A% Alpha helix ( 25%)
) Beta strand ( 28%)
LA TM helix ( 8%)



