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Secondary structure and
disorder prediction

10 20 30 40 50 60

M MMRLSRNLRRCRWLVFTGWLLALVPAVYLAMTQSGNLTGGGFEVAGSQSLLVHDQLDAHY

Secondary M —
Stondal —AMAAAAAAA —ALALIALALUARANIARIAL LCLLTLLTTTULY
SS
confidence - . N
Disorder ? ? 222222222272 21272

D|§order -
confidence
70 80 90 100 110 120

PP DRGAPALALVAAPRPDASYQDI DNAVALLRQI ASELPGVTEAPNPTQRPPQPDRPYVVS

Secondary gy —————— AAAAAAAAARAAARAAA AR —

structure

__—_—_-——

Disorder —? 2 ?2? ? 22222272 —? —

Disorder —

confidence

130 140 150 160 170 180

B L RLDARNAGTSDVAKKLRDRI GVKGDQSGQTANGKVRLYVI GQGALSAAAAANTKHDI AN

Secondary - )
— AMRALAMAARAAAARARARRAR “RUIRLTIRLLTURARARS
structure —
confidence
Disorder —2 222227272 22122 2

I —— ||

confidence

Y AERWNLP I | L MVLVAVF GSLAAAAI PLALAVCTVVI TMGLVFVLSMHTTMSVEVTSTVSM
Secondary g o @ R ARRRLLTLLRLL  AARLLRLULRRLRUULRLRRR LU A AARARR LR

structure

)
confidence

Disorder ? 2

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

BTN F Gl ALAVDYSLFI LMRYREELRCGRRPPDAVDAAMATSGLAVVLSGMTVI ASLTGI YLI N
Secondary o o GARRITIRRUUAAAAAAAA — AAAAAARAARAARALLRRLLRRULRRRARRRRY—

structure

SS
confidence

Disorder 221272 2 2

Disorder
confidence
. 310 . . . 320 330 340 350 360

PR TPALRSMATGAI LAVAVAMLTSATLTPAVLATFARAAAKRSALVHWSRRPASTQSWFWSR

secondaly _AAARARARARAASRARARARIARARAARIAS RRRR
SS

confidence | — F— —

Disorder ? 2722222222222222222

Disorder
confidence
370 380 390 400 410 420

RS WY GWVY MRRPWI TALAASTVLLVMAAPATLMVLGNSLLRQFDSSHEI RTGAAAAAQALGPG

2econda’ AMAAAAA —ARRARARARRAARARANA RRARRRRRRAN——
SS
_ — — L e I
Disorder 2222222

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

P ALGPVQVLVRFDAGGASAPEHSQTI AAl RHRI AQAPNVVSVAPPRFADDNGSALLSAVLS

el R — ARRRAARRRRRARAL _—

structure

. —_ _—— L U N R N

Disorder 22?2?27 2222722222222 ?2?2? 2

Disorder
confidence

.. . ... . . . .49 . . . .., . . . .500. . . .., . . . .50. . . .. . . . .50 . . . .., . . . .530. . . .. . . . .54
P VDPEDL GARDTI TWMRTQLPRVAGAAQVDVGGPTALI KDFDDRVSATQPLVLVFVAVI AF
Seon ey ———— ARRRRRRARRRKK/R/A — RAAAARARARAAARRRRTILLLLIIRNN
SS
confidence
Disorder 2 2 ? ? ? 2

D|_sorder -
confidence
550 . 560 . 570 580 . 590 . 600

P L MLLI S| RSVFLAFKGVLMTLLSVAAAYGSLVMVFQWGWARGLGFPALHSI DSTVPPLVL

gl CLULTTET T Y TELTTTETTLTLTUTTLTUTTETUTTETUT ¥ E— AARRRRNNAN
SS
I — -
Disorder 22222

Disorder
confidence
. 610 . . .. 620 . . 630 640 650 660

B A MTFGLSMDYEI FLLTRI RERFLQTGQTRDAVAYGVRTSARTI TSAALI MI AVFCGFAF A
Secondary oo ERARRITILRUIRAAAAAAAA — ARAAARARAAN —SRRULRRALRRRURRRRS—

structure

SS
confidence

Disorder 2 —27? 22 22

Disorder
confidence
670 680 690 700 710 720

B GMPLVAEI GVACAVAI AVDATVVRLVLVPALMAMFDRWNWWLPRWLAHI LPSVDFDRPLP

SECONCEl A AARAAAARAARAAAAAAARAAAAASAAARAARAAAA

structure

SS - — I —
confidence
Disorder ? ? 222722227272
|

Disorder
confidence
730 740 750 760 770 780

P KVDLGDVVVI PDDFAAAI PPSADVRMVLKSAAKLKRLAPDAI CVTDPLAFTGCGCDGKAL
>econdary ARRAARRAR LY

structure

confidence

Disorder
confidence

790 800 810 820 830 840

B DQVQLAYRNGI ARAI SWGQRPVHPVTVWRKRLAVALDALQTTTWECGGVQTHRAGPGYRR

Secondary
RAAAAAARANANANNSN —p — RSN
structure
confidence
Disorder ? 221272 ?2 —? 2222222227212 --122272-222177?
| N DEETOEE | |

Disorder
confidence
850 . 860 . 870 880 . . 890 . 900

PR RSPVETTNVALPTGDRLQI PTGAETLRFKGYLI MSRNSSHDYADFADLVDTMAPETAAAV

e Ry —_— ey —————— RAARALARAN  ARRRAAN

structure

—__ NI 0 B T B o
confidence

Disorder ? 2 ? 2

Disorder
confidence




910 . . . PR O O B o oo oo CED . o o 940 950 960

PEEMEE L AGMDRYYSCQAPGRQWMATQLVGRLADPQPSDLGDQSPGADAQAKWEEVRRRCLSVAVA

Secondary
RARRRRARA RRRRRRRRRN AR RURRARRRRARRAN
structure
confidence
Disorder 2272 222?27272222222222217?7?
DlSOrder I N . B ———————————— B ] | T . . EE  UTEETTT .

confidence

MLEEAR
Secondary ARAA —

structure

SS
-

Disorder ——? ? ? ?

Disorder —

confidence

Confidence Key
High(9) |1 ETIRII Low (0)
? Disordered ( 25%)
A% Alpha helix ( 59%)
w5 Beta strand ( 7%)

A% TM helix ( 28%)



