mdejesus@rockefeller.edu
W RVBD0225 (-
:z S ) 568663 269817
Tue Jul 23 14:50:28 BST
Date 2019

U”iq“ej‘l’g 9178cb8f8451aad0

onvyra

Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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