mdejesus@rockefeller.edu
RVBD0248c_(sdhA)_298863_300803

' b v Ve
L [ _‘ o a GETE Tue Jul 23 14:50:31 BST 2019
| ‘ >y AEEEEE a5hde36e428502¢0

D

Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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