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Detailed template
information  

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 c2p06A_ Alignment 15.5 38
PDB header:structural genomics, unknown function
Chain: A: PDB Molecule:hypothetical protein af_0060;
PDBTitle: crystal structure of a predicted coding region af_0060
from2 archaeoglobus fulgidus dsm 4304

2 d2p06a1 Alignment 15.5 38
Fold:all-alpha NTP pyrophosphatases
Superfamily:all-alpha NTP pyrophosphatases
Family:AF0060-like

3 c3j39C_ Alignment 13.3 30
PDB header:ribosome
Chain: C: PDB Molecule:60s ribosomal protein l4;
PDBTitle: structure of the d. melanogaster 60s ribosomal proteins

http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2p06A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/032ed7eb8c4fd426/c2p06A_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2p06a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/032ed7eb8c4fd426/d2p06a1.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3j39C_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/032ed7eb8c4fd426/c3j39C_.3.pdb

