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Secondary structure and
disorder prediction

1. . ., . . . .10 . . . ., .. . .20 . . . .., . . . .30 . . . .., . . . .4 . . . .., . . . .5 . . . ., . ...60
EEMEEMFLI DYVNVLLAAHRGDHP NHRTVRPWFDRLLAADDPFTVPNLVWASFLRLTTNRRI FEIP
SECONMAY ey RARARRARA  ARRARARARARRAAL ey RARARRRRRRARR RAR

structure m
confidence
Disorder ? —2 2 ? ? ? 222227222

Di;order
confidence
.. ... .70 . .. .. ... .80 . . . .. . . . .90 . . . ... . . . .1200. . . .., . . . .110. . . .., . . . .12
R SPRADAFAFVEAVNAQPHHLP TSPGPRHLVLLRKLCDEADASGDLI PDAVLGAI AVEHHC
Secondary -
— RARAARRANNNANS ey RARARAAARARNNNS - RASSSANNNAN
structure
SS

confidence
Disorder ? 2

Disorder
confidence
130 140

P AVVSLDRDFARFASVRHI RPPI
Secondary -
structure

Disorder 222227272
Disorder
confidence

Confidence Key
High(9) Il EEIRIN Low (0)
? Disordered ( 16%)
A% Alpha helix ( 54%)
= Beta strand ( 11%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

