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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
P VGVPAKKKQQQGERSRESI LDATERLMATKGYAATSI SDI RDACGLAPSSI YWHFGSKEG
ey AUAATILRATALARAAART  RARRAAAL  ARRARAR AR

structure

SS

. I S 2SSl e I S O . |
confidence

Disorder
confidence
70 80 90 100 110 120

ErmEESVLAAMMERGAQRFFAAI PTWDEAHGPVEQRSERQLTELVSLQSQHPDFLRLFYLLSMERS
Peconda’y ARARAAARAAARARARRRRAR —— ARRLAALARRAAAAAART ARAARARARARRN

structure

confidence
Disorder 2222772
Disorder

confidence

130 140 150 160 s oo T 1/ .. . . 180

B QDP AVAAVVRRVRNTAI ARFRDSI THLLPSDI PPGKADLVVAELTAFAVALSDGVYFAGH
Pl o

5‘;5;3;;‘33;: — AAMAAMAAAAAAARAAALAAALAARAAAN AR ARALLLLLALLLLLLLARA
—
confidence
Disorder ?

Disorder
confidence
190 . 200 . 210

PEMEELEPDT TDVERMYRRLRQALEALI PVLLEET
A ———— ARRTTIARRATARARRARAAR

structure

)
confidence

Disorder 2217272

Disorder
confidence

Confidence Key
High(9) [ IIRIIN Low (0)
? Disordered ( 10%)
A% Alpha helix ( 76%)
=) Beta strand ( 0%)

SR TM helix ( 8%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

