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Secondary structure and
disorder prediction

e T (1 1o =10
M VPELETPDDPESI YLARLEDVGEHRPTFTGDI YRLGDGRMVMI LQHPCALRHGVDLHPRL
Secondary AR —) } )
———————— Iy ———— — —— ——————
structure m
SS

confidence

_—
confidence

L. . .. . . . .70 . . . .., . . . .8 . . . .., . . . .9 . . . .., . . . .10. . . .., . . . .10. . . .. . . . .12
M LVAPVRPDSLRSNWARAPFGTMPLPKLI DGQDHSADFI NLELI DSPTLPTCERI AVLSQS
S d -
SCONCATY ey RARARARAN———————— RARA———— AARAARARARA AARARAARAR

structure
confidence

Disorder
confidence

130 140 150 160 170 180

B GVNLVMQRWVYHSTRLAVPTHTYSDSTVGPFDEADLI EEWVTDRVDDGADP QAAEHECAS

Secondary. o g m ARRRARAAAR .
e ——y——— RAAAALARAAARAANY  ARAAARAN
structure
confidence
Disorder ? 22222272 2 —

confidence

L. ... 190 . . L., L2000 . . L2000 e
P WL DERI SGRTRRALLSDRQHASSI RREARSHRKSVKLAD
Secondary

L e W B L L W L L R AN

structure

confidence
Disorder ————— 2 —122? 22222222272

Disorder
confidence

Confidence Key
High(9) I EHIRIRN Low (0)
? Disordered ( 21%)
A% Alpha helix ( 47%)
= Beta strand ( 19%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

