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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

Fold:UBC-like
1 d2inlal Alignment 16 Superfamily:UBC-like
Family:UFC1-like
PDB header:ligase
I Chain: B: PDB Molecule:probable ubiquitin fold modifier
2 c3kpaB_ Alignment 16 conjugating enzyme;
PDBTitle: ubiquitin fold modifier conjugating enzyme from
leishmania major2 (probable)
— PDB header:apoptosis
. Chain: A: PDB Molecule:thioredoxin-like protein 1;
3 clwwyA Alignment 24 ppBTitle: solution structure of the duf1000 domain of a thioredoxin-
like protein2 1
I Fold:Ribosomal protein S5 domain 2-like
4 d2hkja2 Alignment Superfamily:Ribosomal protein S5 domain 2-like
Family:DNA gyrase/MutL, second domain



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2in1a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/55b8360c9f40a825/d2in1a1.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3kpaB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/55b8360c9f40a825/c3kpaB_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1wwyA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/55b8360c9f40a825/c1wwyA_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2hkja2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/55b8360c9f40a825/d2hkja2.4.pdb

