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Secondary structure and
disorder prediction

o 1 o o o O -1
PR MTLSSGEPSAVGGRHRVVI | GSGFGGLNAAKALKRADVDI TLI SKTTTHLFQPLLYQVAT
Secondary - } )
ey ——— RANANANANN ey ——
structure m
SS

confidence

Disorder

. N,
confidence

70 80 90 100 110 120

P Gl LSEGDI APTTRLI LRRQKNVRVLLGEVNAI DLKAQTVTSKLMDMTTVTPYDSLI VAAG

Secondar - : } )
structurt}al —RARA —— RARRAR ——— e ————— ———— | — [— I
Disorder 227?72

Disorder
confidence

B A QQSYFGNDEFATFAPGMKTI DDALELRGRI LGAFEAAEVSTDHAERERRLTFVVVGAGP

130 140 150 160 o o A0 o o 180

ey KRR ARRUTTLRRRRRULRURRE RRRRIR ey R

structure

confidence

Disorder —2 ? 22122

D|§order —
confidence
190 . 200 . 210 220 . . . 230 . .. 240

PR T GVEVAGQI VELAERTLAGAFRTI TPSECRVI LLDAAPAVLPPMGPKLGLKAQRRLEKMD

Secondary SAAAAARARAANRA ' AARARAARARAAR —
structure 1111111 T
[ | I I N . b ]
confidence
Disorder 2272?72

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

P VEVQLNAMVTAVDYKGI TI KEKDGGERRI ECACKVWAAGVAASPLGKMI AEGSDGTEI DR

Secondar ) ) ) _ _
B ) —Sm—) —SE—) ——SE—) —S— RURARARA
. SS
confidence A . m— - . e . — —
S ? 222222222 —

Disorder
confidence
310 320 330 340 350 360

P AGRVI VEPDLTVKGHPNVFVVGDLMFVPGVPGVAQGAI QGARYATTVI KHMVKGNDDPAN
Secondar - -
Y — — L G G L R L L L

structure
SS

confidence
Disorder 227272722

Disorder

confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
PEEMEEIRKPFHYFNKGSMATI SRHSAVAQVGKLEFAGYFAWLAWLVLHLVYLVGYRNRI AALFAWG

Secondary ————— ——— w—— RARALLLLLALLLRALALALAALALANAAS

structure

Disorder ?
Disorder

confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

... ... 430, . . ., . . . .440 . . . ., . . . .45 . . . .., . . . .40. . . .., . . . .47

P SFMGRARGQMAI TSQMI YARLVMTLMEQQAQGALAAAEQAEHAEQEAAG
naar -

Secondar QAR m— AARAA

structure

Disorder ?2?22?2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?27?2?2?2?2?2?2?2?2?2?27?2?7?

Disorder
confidence

Confidence Key
High(9) |1 ENIRII Low (0)
? Disordered ( 18%)
AR Alpha helix ( 32%)
) Beta strand ( 23%)

AR TM helix ( 10%)



