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# Template

Alignment Coverage

3D Model Confidence

1 C5VKVA_ Alignment

2 C2n4dxA_ Alignment

3 c5xyvC_ Allingent

4 c2kncA_ Tignment

5 c2lkgA_ AlignmeT

6 Clpx5A_ Alignment —

Template Information

PDB header:oxidoreductase

Chain: A: PDB Molecule:cytochrome c-type biogenesis protein
ccda;

PDBTitle: solution nmr structure of the membrane electron
transporter ccda

PDB header:membrane protein

Chain: A: PDB Molecule:cytochrome c-type biogenesis protein
(ccda);

PDBTitle: structure of the transmembrane electron transporter
ccda

PDB header:protein binding

Chain: C: PDB Molecule:protein deadlock;

PDBTitle: crystal structure of drosophila melanogaster rhino
chromoshadow domain2 in complex with deadlock n-terminal
domain

PDB header:cell adhesion

Chain: A: PDB Molecule:integrin alpha-iib;

PDBTitle: platelet integrin alfaiib-beta3 transmembrane-
cytoplasmic2 heterocomplex

PDB header:signaling protein
Chain: A: PDB Molecule:acetylcholine receptor;
PDBTitle: wsa major conformation

PDB header:transferase

Chain: A: PDB Molecule:2'-5'-oligoadenylate synthetase 1;

PDBT! crystal structure of the 2'-specific and double-stranded2
rna-activated interferon-induced antiviral protein 2'-5'-3
oligoadenylate synthetase



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5vkvA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d803b1fada48c4e5/c5vkvA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2n4xA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d803b1fada48c4e5/c2n4xA_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5xyvC_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d803b1fada48c4e5/c5xyvC_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kncA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d803b1fada48c4e5/c2kncA_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2lkgA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d803b1fada48c4e5/c2lkgA_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1px5A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d803b1fada48c4e5/c1px5A_.6.pdb

7

dlpx5al

Alignment

Fold:PAP/OAS1 substrate-binding domain
Superfamily:PAP/OAS1 substrate-binding domain
Family:2'-5'-oligoadenylate synthetase 1, OAS1, second domain



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1px5a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d803b1fada48c4e5/d1px5a1.7.pdb

