mdejesus@rockefeller.edu
RVBD0501_(galE2) 591657_592787

by 2 y
L ) [ _\ o a BT Fri Jul 26 01:50:05 BST 2019
| ' > LR 63679397a8483adf

Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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