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Secondary structure and
disorder prediction

10 20 30 40 50 60

VRCGVSAGSANGKPNRWTLRCGVSAGHRGSVFLL:AVLLAPVVLT.SCTWRGI ANVPLPVGR

secondary ARAAS — AAARAALLLLLLRARLLLALLTULARRARAL
SS - = LB | - B |
confidence
Disorder 2 2 2 22222?2?2?22?2?2?22?22?2?222?2222227? 7 22222272

Disorder
confidence

70 80 90 100 110 120

PEEMEE GMGPDRMTI YVQMPDTLALNTNSRVRVADVWYGTVRDI SLRNWI ATLTLELEPTVRLPAN

Secondary .

structure ’ ’ ’
— I 7 I TEE I IS 000 a0
confidence

Disorder 2 2 ? ? 22212127 ? ? ?

Disorder

confidence

130 140 150 160 17 O 180

Y ATAKI GQTSLLGTQHVELAAPPI PSPQPLKSGDTI GLKNSSAYPTVERTLASVALI LTGG

Secondary - -

— — ——— LLLLUULUUUL UGS
structure

confidence
Disorder 2222?22 2222227272 222721222 2272
Dl.SOrder e | Hl BN ~ NN e [ I . | B BN |

confidence

L. . ... .. 190 . ..., ... 200 . ..., ... 210 ..., ... L2200 . .., .230. . . ., . . . .20
PEEMEE Gl VNLDVI QTEI LNI LDGHAGQI REFLERLATFTAELNNQRGDLTRAI DSTNQLLTI I AN
Secondary

—AASAAANARARNAAN —  AAAANNNANAARAAAAARANLRANRANNNANAARRANNNNAN

structure

)
confidence
Disorder ? ? 2272 ?
Disorder
confidence

... ... 025000 ..., L260 . ..., . ...270. ..., ... .0280 . . . .o, .o.o.o.290 . . . .., . . . .300
P RNDTLDRVLTDVPPLI EHFADTGQLFADATESLGRFSEVANRALAATRPNLHQTLQSLQR
Secondary g g AAAARAAAARAAAAAAAARAAARAAARAAAAARAARAAAARAARRAAARARARARAAR

structure

SS
confidence

Disorder ?

Disorder
confidence
L. . ... .. 0310 . . . ., ... .03200. . . ., ... .0330. . . ... . . .o .340 . . . . . . . . .35 . . . .., . . . .360
PSP LRQLERASPYVVGALKLGLTAPFNI DEVPNVI RGDYVNVSATFDVTLSALDNALLSGTG
Secondary
L L L G L G e L L L ey ———

structure

confidence
Disorder 2272 ? ? 222222227272

Disorder —
confidence
. 370 . . 380 390 400

PEMEYe | SGMLRALEQAWGRDPDTMI PDVRYTPNPNDAPGGPLVERAE
Secondary
structure
Ss .

. I [ e ] -
confidence

Disorder ? 22 —2?2?2?22?22?2?2 2 227272?2?22222222?22?2 2222?27?72
Disorder [ - OEE N E— - - . - —

confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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