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Secondary structure and
disorder prediction

1 . . .. ... .10 . ... .200. ... .30 .. ... 40 . ... ... .50 . ... ... o860
SV ADET TMRAGRGP GRACGRVSGVRI LVVEDEPKMTALLARALTEEGHTVDTVADGRHAVA
Secondar - -

: —— RARRRALUAAAAR sy RRRARARR

structure

confidence
Disorder
confidence
70 80 90 100 110 120

X AVDGGDYDAVVLDVMLP Gl DGFEVCARLRRQRVWTPVLMLTARGAVTDRI AGLDGGADDY
Secondar - . ;
Y RAR ey ARARRARRAR ey AARARRARR — =

structure

confidence

Disorder

Disorder
confidence
. 130 . . 140 .. 150 . . 160 .. 170 . . . . 180

BT L TKPFNLDELFARLRALSRRGPI PRPPTLEAGDLRLDPSEHRVWRADTEI RLSHKEFTLL

Secondary . ) } )
— AARRARARARAAA ——— — ——— —— ARARARAR
structure
SS I I I
confidence
Disorder 2222222 —7?

Disorder

. B I .
confidence

L. ... 190 . ... 020000 L ... 0210 . . L, 2200. ... .L.o2300. . ... 240
B EALI RRPGI VHTRAQLLERCWDAAYEARSNI VDVYI RYLRDKI DRPFGVTSLETI RGAGY
Secondar - -

Y RAAAR == ARARRARA I L —_— —

structure

Disorder ?2 —? ?
Disorder

. [ B )
confidence

L. . .. . . . o .250 . . .
PR RLRKDGGRHALPR
Secondary _ .

structure-

confidence
Di,sorder B e |
confidence

Confidence Key
High(9) I CTNIRIN Low (0)
? Disordered ( 16%)
A% Alpha helix ( 34%)
= Beta strand ( 20%)



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

