mdejesus@rockefeller.edu
W RVBDO624 (-
Description [ N
FriJul 26 01:50:18 BST
| oete iR
LDIaEE J‘I’g 3303b776fce2ad9d

Phyra?

Secondary structure and
disorder prediction
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? Disordered ( 12%)
AR Alpha helix ( 62%)
= Beta strand ( 8%)
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