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Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

M VLDTVEHAATTPDQPQPYGELGLKDDEYRRI RQI LGRRPTDTELAMYSVMWSEHCSYKSS

Secondary
~~~~~~~~ CRAATIAT  AATRTIARAAT  AGGARAARARNAARL
structure AR
SS
I [ [ Ee— |
confidence =
Disorder ? 222222 2?2 22?2 222?272

Dl'SOrder [ | I N .
confidence
L0700 .. ... .. .80 ... ... ...90 ... ... 1000. ..., ...oL1100. .. ... ..o 120

PR KVHLRYFGETTSDEMRAAMLAGI GENAGVVDI GDGWAVTFKVESHNHPSYVEPYQGAATG

Secondary o g u ARARRA — —— — -
— C —— RARRRRAS
structure

Disorder 2?2 —1222?

Disorder
confidence
130 140 150 160 . . 170 . P 180

VGGI VRDI MAMGARPVAVMDQLRFGAADAPDTRRVLDGVVRGI GGYGNSLGLPNI GGETV
Seconda’ ARARARAAN — S—— ARTTTTIRRAARRARAAN = —

structure

_ LI e B 2 e b= N | o ma
confidence

Disorder

Disorder
confidence
190 . 200 . 210 220 . . . 230 . .. 240

FDPCYAGNPLVNALCVGVLRQEDLHLAFASGAGNKI | LFGARTGLDGI GGVSVLASDTFD

Secondary - . ;
e ———ty R —  RRAARRRIARRARN
structure »
confidence
Disorder ?? 2?27

Disorder
confidence

AEGSRKKLPSVQVGDPFMEKVLI ECCLELYAGGLVI GI QDLGGAGLSCATSELASAGDGG
Oy ——————— ARAAR  AAAAAARAARAAAAARR sy AAAAARARARAAN =

structure

250 260 5 o B o o 280 .29 . . 300

Disorder ? 2

Disorder
confidence
L0310 . . . ., . . . .03200. . . ... . . . .33 . . . ... . . . .30 . . . .., . . . .3 . . . ... . . . .360

P MTI QLDSVPLRAKEMTPAEVLCSESQERMCAVVSPKNVDAFLAVCRKWEVLATVI GEVTD

Secondary - . )
structure

SS

confidence
Disorder

Disorder
confidence
370 380 390 400 410 420

GDRLQI TWHGETVVDVPPRTVAHEGPVYQRPVARPDTQDALNADRSAKLSRPVTGDELRA

Secondary
— — AR —
structure RN
confidence
Disorder 72222722222222222222272?

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

PR TLLALLGSPHLCSRAFI TEQYDRYVRGNTVLAEHADGGMLRI DESTGRGI AVSTDASGRY

Secondary ARAR =—p : ) ) )
——————— [E—— A ————— —y ——————
structure AAAAAA -

Disorder

Disorder
confidence
490 500 510 520 530 540

B ' LLDPYAGAQLALAEAYRNVAVTGATPVAVTNCLNFGSPEDPGVMWQF TQAVRGLADGCA
Secondary - -

 AARRAAAAARRN e — ARMAARRARAAARARARAA

structure

sS

confidence

Disorder

Disorder
confidence
550 . 560 . 570 580 . 590 . 600

P DL Gl PYVTGGNVSFYNQTGSAAI LPTPVVGVLGVI DDVRRRI PTGLGAEPGETLMLLGDTR

Secondary - ) )
R —— — S—
structure T — —
confidence
Disorder 22?27?2722 2

Disorder
confidence
610 620 630 640 650 660

PR DEFDGSVWAQVTADHLGGLPPVVDLAREKLLAAVLSSASRDGLVSAAHDLSEGGLAQAI V
>econdary —RAAARAARAAA ARRTTTLTRRRRRAAN gy RARRRARAR

structure

__—_ L R R e —

Disorder

Disorder
confidence
.. . ... . . . .80 . . . ... . . . .68 . . . .. . . . .89 . . . ... . . . .70. . . .., . . . .7W0. . . .. . . . .72
PR ESALAGETGCRI VLPEGADPFVLLFSESAGRVLVAVPRTEESRFRGMCEARGLPAVRI GV
Secondary - -
sy —————— AR — S S
structurem
SS

confidence
Disorder

Disorder
confidence
730 740 750

P VDQGSDAVEVQGLFAVSLAELRATSEAVLPRYFG
aecondany » iy sy RURARAARURARARY
structure >

SS

confidence

Disorder 227?

Disorder
confidence

Confidence Key
High(9) I IRIRIIN Low (0)
? Disordered ( 8%)
AR Alpha helix ( 35%)
=) Beta strand ( 24%)



