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Secondary structure and
disorder prediction

1 10 . 20 30 40 50 60

PEMEE MVRADRDRWDLATSVGATATMVAAQRALAADPRYALI DDPYAAPLVRAVGMDVYTRLVDW
e AUAAAUARRARAAAN - RAAATUUAL  ARRRRARY

structure

SS Il == . ... | N | ... N BN | | e
confidence

Disorder ? 2 222222222272 2 2
_ -

.. . ... ... . .70 . . . ., . . . .8 . . . .., . . . .09 . . . ., . . ..10. . . ., . . . ,110. . . .., . . . .12
P Q! PVEGDSEFDPQRMATGMACRTRFFDQFFLDATHSGIGQFVI LASGLDARAYRLAWPVG
S‘;fg;‘c‘gj ALTRARLTALAARATRAARARARAAN  — WRRR

confidence
Disorder 2 2 2 22 22222 2 ?

Disorder
confidence

130 140 150 . 160 170 180

PRy s! VYEVDMPEVI EFKTATLSDLGAEPATERRTVAVDLRDDWATALQTAGFDPKVPAAWSA
Secondar - -
Y oy RARARRARRARRN e I RARRRRANN——— e

structure

SS
T I I R [ I [ |

Disorder

Disorder
confidence
190 200 210 220 230 240

P EGLLVYLPVEAQDALFDNI TALSAPGSRLAFEFVPDTAIFADERWRNYHNRMSELGFDI D

Sty »————RARAARRRARARRR —— v RARARAARAARRRRLY
—— — ————————— RAARARARARRARRAR ——
structure
confidence
Disorder 2222?2272 ?
I

confidence
.. . .. . . . .250 . . . .., . . . .20 . . . ., . . . .270. . . ., . . . .28 . . . .., . . . .20 . . . .., . . . .300
P L NELVYHGQRGHVLDYLTRDGWQTSALTVTQLYEANGFAYPDDELATAFADLTYSSATLM
SEcondary, mm ARA ARARARARARAN RAARAAA RAAA '
—1 [

structure

confidence

Disorder ?7? 2 —2 122 2 2

Disorder
confidence

| Sequence I

Secondary
structure

SS
corrigerce

Disorder ?

D|§order -
confidence

Confidence Key
High(9) I ENIRIRN Low (0)
? Disordered ( 15%)
AR Alpha helix ( 45%)
=) Beta strand ( 12%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi




