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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
P MPDNTI QWDKDADGI VTLTMDDPSGSTNVMNEAY!I ESMGKAVDRLVAEKDSI TGVVVASA

Secondary - - )
e ARAAAAAARARAARE  —
structure

SS

. I N B LA ]
confidence

D|§order —
confidence
70 80 90 100 110 120

P KKTFFAGGDVKTMI QARPEDAGDVFNTVETI KRQLRTLETLGKPVVAAI NGAALGGGLEI
Secondar N N
Y — RARARAR AAANASANLAARRANNNNAS ey RANAN

structure

Disorder 222221272

Disorder
confidence
130 140 150 160 . . 170 . . 180

B ALACHHRI AADVKGSQLGLPEVTLGLLP GGGGVTRTVRMF Gl QNAFVSVLAQGTRFKPAK
Secondary -
 — ARAAAAAR  AAARRRAAAA
Structurem m
53
confidence
Disorder

Disorder
confidence

.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
P AKEl GLVDELVATVEELVPAAKAWI KEELKANPDGAGVQPWDKKGYKMPGGTPSSPGLAA
Secondar .

Y RAA ey —— LUAARAAANNNNNNNN RS RNNAS

structure

KRN

__-—- | S E—) B

Disorder 222222222222222222222222 7
Disorder
confidence
250 260 .o.270 . 280 .o.29 . . 300

P LPSFPSNLRKQLKGAPMPAPRAI LAAAVEGAQVDFDTASRI ESRYFASLVTGQVAKNMM
2econdaly ARARARARRARAA AMAARARAAAAAR  ALAARARRARARAAN - ARRRAAAR

structure

confidence
Disorder ?2?
Disorder

confidence

310 320 330 340 350 360

P QAFFFDLQAI NAGGSRPEGI GKTPI KRI GVLGAGMMGAGI AYVSAKAGYEVVLKDVSLEA

Sif:mﬂz AAAAAAASNS —— AR —— AR
SS
| )
confidence —
Disorder ——222222222222222?122?
Disorder -

confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
P A AKGKGYSEKLEAKALERGRTTQERSDALLARI TPTADAADFKGVDFVI EAVFENQELKH
Secondar N
Y AARAAAARRARARARAARAL —— L ey RNy ——— RN

structure

confidence

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

.. ... 430, ..., L440 . ..., .0450 . ..., 4860 . . .., . . .o.470. . . ., . . . .48
PR KVFGEI EDI VEPNAI LGSNTSTLPI TGLATGVKRQEDFI GI HFFSPVDKMPLVEI | KGEK
>econdaly ARARARAAR ——— ——————— ARARAAA — AARm— AR —

structure

confidence

Disorder ?

Disorder
confidence
490 500 510 520 530 540

Y TSDEALARVFEDYTLAI GKTPI VVNDSRGFFTSRVI GTFVNEALAMLGEGVEPASI EQAGS
Secondary — AAARAARRARARAN —— ARTTTTIARRAARAARAAS  RAARRRRAR

structure

confidence
Disorder

Disorder
confidence
. . . .., . . . .55 . . . ., . . . .50. . . ., . . . .570. . . ., . . . .580. . . ., . . . .590. . . .., . . . .600
P QAGYPAPPLQLSDELNLELMHKI AVATRKGVEDAGGTYQPHPAEAVVEKMI ELGRSGRLK
Secondary -
—— RAARAANNANAAANLLRINNANN L e
structurel
SS
confidence
Disorder

Disorder
confidence
610 620 630 640 650 660

PR GAGFYEYADGKRSGLWPGLRETFKSGSSQPPLQDMI DRMLFAEALETQKCLDEGVLTSTA
Secondary

— ARARARA AAAAAAAARARAARARRARAA — AR
structure
Disorder —————— 2222727272 R
Disorder .

confidence

.. . .. . . . .670. . . ., . . . .68 . . . ., . . . .69 . . . ., . . . .70 . . . .., . . . .70. . . .., . . . .72

XM DANI GS| MGI GFPPWTGGSAQFI VGYSGPAGTGKAAFVARARELAAAYGDRFLPPESLLS
Secondary

RAARARAN — — RAURRARARANANNANN —

structure RRARAN RN KRN
SS

confidence
Disorder ? 2 ——2 2

Disorder
confidence

Sequence

Secondary
structure

SS
confidence

Disorder
Disorder
confidence

Confidence Key
High(9) I IRIRIIN Low (0)
? Disordered ( 11%)
AR Alpha helix ( 51%)
=) Beta strand ( 11%)

SR TM helix ( 2%)



