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Secondary structure and
disorder prediction

010 . . ... .. .20 . .. ... 00300 .. ... .. .80 . . .., . . . .50....,... .60

XM MKTLYLRNVPDDVVERLERLAELAKTSVSAVAVRELTEASRRADNP AL L GDLPDIGIDT T

Secondary .
structure AAAA AR
SS
s> __________________________ |
confidence | | I . I
Disorder ? 2 2 2 2 ? 27?2 —? 2272222 —?

D|_sorder —
confidence

| Sequence M GGl DAERAGR
Secondary aamm — AARAA—

structure

__——
confidence

Disorder —————— 2?2212
Disorder
confidence

Confidence Key
High(9) I LI Low (0)
? Disordered ( 30%)
A4 Alpha helix ( 64%)
w9 Beta strand ( 4%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

