mdejesus@rockefeller.edu
RVBD1009_(rpfB)_1128095_1129183

L ] [ -\ a GRS Wed Jul 31 22:05:08 BST 2019
l l 2 4ed7a6a91268db8f

Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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? Disordered ( 33%)
A% Alpha helix ( 19%)
) Beta strand ( 38%)

WS TM helix ( 4%)



