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# Template

1 cSedfA_

Alignment Coverage 3D Model Confidence % i.d. Template Information

PDB header:unknown function
Chain

Alignment

2 d2ve8al

: A: PDB Molecule:frpc operon protein;
PDBTitle: crystal structure of the selenomethionine-substituted iron-|
regulated?2 protein frpd from neisseria meningitidis

Fold:DNA/RNA-binding 3-helical bundle

Alignment
Family:FtsK C-terminal domain-like

3 dlcoda_

17 Superfamily:"Winged helix" DNA-binding domain

factors

Alignment transcription factors

transcription factors

4 d2j5pal

Fold:Zinc domain conserved in yeast copper-regulated transcription
Superfamily:Zinc domain conserved in yeast copper-regulated

Family:Zinc domain conserved in yeast copper-regulated

Fold:DNA/RNA-binding 3-helical bundle

Alignment
Family:FtsK C-terminal domain-like

Superfamily:"Winged helix" DNA-binding domain
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Fold:Chorismate synthase, AroC
Superfamily:Chorismate synthase, AroC
Family:Chorismate synthase, AroC

5 dlumOa_ Alignment
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