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Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

PR LSRFTEKMFHNARTATTGMVTGEPHMPVRHTWGEVHERARCI AGGLAAAGVGLGDVVGVL
Secondar . ; _
Y — AARARA ey ———— ey UUUNRARANANANANNN

structure

SS

confidence
Disorder ? ? ?

D|§order —
confidence

80 90 100 110 120

AGF PVEI APTAQALWMRGASLTMLHQPTPRTDLAVWAEDTMTVI GMI EAKAVI VSEPFLV

Secondar , } )
structure ———— MAARARRRRRRAN — ARRRAARAR sy sy ARARARA
[ == e ___________________________________I | N I N I

SS
confidence

Disorder

Disorder
confidence
L0130 . . . ., . .. .180 . . . ., . . . 150 . . . ... . . . 160 . . . ... . . . .170. . . ... . . . .18

| Sequence YN LEQKGMQVLTVADLLASDPI GPl EVGEDDLALMQLTSGSTGSPKAVQI THRNI YSN
Secondary pu mmRAR KRR —_— —— AURAARAR

structure

TS EE EETEE B OO OO OO
confidence

Disorder ?

Disorder
confidence
190 200 ... 210 . .. ., ... L2200 . .., ... .230. . . ., . . . .240

AEAMFVGAQYDVDKDVMVSWL PCFHDMGMVGFLTI PMFFGAELVKVTPMDFLRDTLLWAK
Secondar .
Y RARAARA — r———RAANNNARARAGAGWGGANN e LU AANANN

structure

___-___

Disorder

Disorder
confidence
L0250 . . . ., . .. 260 . . . .. . . . .270 . . . ... . . . 280 . . . ... . . . .29 . . . .. . . . .300

ML | DKYQGTMTAAPNFAYALLAKRLRRQAKPGDFDLSTLRFALSGAEPVEPADVEDLLDAG
Pecondary ARARA —mmmmp  ARAARARAARAR AN ——————— RARARRRRRAR

structure

Disorder 2 2

Disorder
confidence
L0310 . . . ., . . . .03200. . . ... . . . .33 . . . ... . . . .30 . . . .., . . . .3 . . . ... . . . .360

PR KPFGLRPSAI LPAYGMAETTLAVSFSECNAGLVVDEVDADLLAALRRAVPATKGNTRRLA

Secondary N . _— > »—
structure AR N RN = ey — AR (R—
confideniz [ | | | I I ST . || [ | | I TR |
Disorder ? 2222 22222222
I BN . N .

Disorder
confidence
370 380 390 400 410 420

TLGPLLQDLEARI | DEQGDVMPARGVGVI ELRGESLTPGYLTMGGFI PAQDEHGWYDTGD

Secondary . N
——————— —_— — ARARARAA ==
structure — -~

)
confidence

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

.. ... 430, ..., L440 . ..., .0450 . ..., 4860 . . .., . . .o.470. . . ., . . . .48
ML GYLTEEGHVVVCGRVKDVI | MAGRNI YPTDI ERAAGRVDGVRPGCAVAVRLDAGHSRES
Secondary N N

structure

———-—_— I

Disorder

Disorder
confidence
490 500 .. 510 . . .. 520 . P 530 540

B FAVAVESNAFEDPAEVRRI EHQVAHEVVAEVDVRPRNVVVLGPGTI PKTPSGKLRRANSYV
Secondary -

~~~~~~ ARRARRRUTTTURRRARRAN RRRRRRAR
SHUEE [ P
SS - Ha = | ] N
confidence
Disorder —— 222272 7 —tt
Disorder e —

confidence

TLVT
Secondar
J RAR-

structure

SS
S —

Disorder —2 ?
D|§order —
confidence

Confidence Key
High(9) [ LIRINN ow (0)
? Disordered ( 6%)
AR Alpha helix ( 35%)
=) Beta strand ( 26%)
SR TM helix ( 7%)



