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# Template Alignment Coverage

3D Model Confidence Template Information

PDB header:viral protein

Chain: D: PDB Molecule:phosphoprotein;

PDBTitle: crystal structure of the parainfluenza virus 5
nucleoprotein-2 phosphoprotein complex

PDB header:viral protein

Chain: C: PDB Molecule:phosphoprotein;

PDBTitle: crystal structure of the parainfluenza virus 5
nucleoprotein-2 phosphoprotein complex

PDB header:oxidoreductase

Chain: |: PDB Molecule:ubiquinol cytochrome c oxidoreductase;
PDBTitle: crystal structure of bovine mitochondrial cytochrome
bcl2 complex, alpha carbon atoms only

PDB header:protein binding

Chain: B: PDB Molecule:nuclear factor related to kappa-b-binding
protein;

PDBTitle: crystal structure of uch37-nfrkb inhibited deubiquitylating
complex

PDB header:nuclear protein

Chain: A: PDB Molecule:chromatin assembly factor 1 subunit p90;
PDBTitle: crystal structure of the winged helix domain in chromatin
assembly2 factor 1 subunit p90

PDB header:hydrolase

Chain: A: PDB Molecule:tumor necrosis factor, alpha-induced
protein 3;

PDBTitle: crystal structure of a20, 2.5 angstrom

1 c5wknD_ Alignment

2 c5wknC_ Alignme:

3 clqcrl_ :ignment

4 c4wlpB_ AIignmenlt—
5 c5ejoA_ Aligr;nt

6 c3dkbA_ Alignme:

7 C5IrvA_ Alignme:

PDB header:hydrolase

Chain: A: PDB Molecule:otu domain-containing protein 7b;

1 structure of cezanne/otud7b otu domain bound to lys11-
linked2 diubiquitin



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5wknD_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/549190cfb4369bc4/c5wknD_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5wknC_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/549190cfb4369bc4/c5wknC_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1qcrI_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/549190cfb4369bc4/c1qcrI_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c4wlpB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/549190cfb4369bc4/c4wlpB_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5ejoA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/549190cfb4369bc4/c5ejoA_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3dkbA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/549190cfb4369bc4/c3dkbA_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5lrvA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/549190cfb4369bc4/c5lrvA_.7.pdb

C2VfjA_ Alignment

PDB header:hydrolase
38 Chain: A: PDB Molecule:tumor necrosis factor;
PDBTitle: structure of the a20 ovarian tumour (otu) domain



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2vfjA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/549190cfb4369bc4/c2vfjA_.8.pdb

