mdejesus@rockefeller.edu
RVBD1074c_(fadA3)_1198161_1199378

PGETE Wed Jul 31 22:05:15 BST 2019

Unique J°b ef2f0c01a3e9dacs

Ynyr

Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

M MPEAVI VSTARSPI GRAMKGSLVGMRPDDLAVQMVRAALDKVPALNPHQI DDLMMGCGLP

Secondary - - )
L ——— = ARRAARRANARAANT C —
structure AR
SS I Il ISl Bl I NN

confidence
Disorder ? 2

D|§order -
confidence
70 80 .. 9 . . 100 110 120

GGESGF NI ARVVAVALGYDFLPGTTVNRYCSSSLQTTRMAF HAI KAGEGDAFI SAGVETV

Secondary ARAARAAA —_— ASMARAAARRARAA
——————————————————————— e
structure
confidence
Disorder ?

Disorder
confidence
130 140 150 160 . . 170 . . 180

SRFAKGNSDSWPDTKNPLFDGAQERSAAAAAGADEWHDPRTDQKLPDI Y1 AMGQTAENVA

Secondary ARARARR AAAARA — ASAAAAAARLARARAAR
structure
SS | O - | I |
confidence
Disorder —22?22?222?22222?2222222222121?2?

D|§order I I .
confidence
.19 . . . 200 . 210 220 . . . 230 . .. 240

| MT G SREEQDRWGVRSQNRAEEAI KNGFFEREI TPVTLPDGTTVSTDDGPRPGTTYEKV

Secondary )
AR ARARRARRRARRRAARARAA - -
structure AARAA RSN
confidence
Disorder 22272 2 2

Disorder
confidence
250 260 .. 270 . . 280 . . . 290 . . 300

SELKPAFRPNGTVTAGNACPLNDGAAAVVI TSDTKAKELGLTPLARIVSTGVSGLSPEI M

Secondary
AAA — L AARRR —— — ——— R —
structure A
I | I T I LB W I |
confidence
Disorder ? ? 2

Disorder
confidence
L0310 . . . ., . . . .03200. . . ... . . . .33 . . . ... . . . .30 . . . .., . . . .3 . . . ... . . . .360

PR GLGPlI EASKKALERAGMAI TDI DLVEI NEAFAVQVLGSARELGI DEDKLNI SGGAI ALGH
Secondar -
Y ARAAARARARA  ARR e AAAAAARREA R85

structure
)
confidence

Disorder

Disorder
confidence
370 380 .. 390 . . 400

PFGMTGARI TTTLLNNLQTYDKTFGLETMCVGGGQGMAMVI ERLA
SECONdary, g A ARAARARAAAARAAAAR
I ——y ————— e —

structure

)
confidence

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRIEI Low (0)
? Disordered ( 9%)
A% Alpha helix ( 39%)
)y Beta strand ( 17%)



