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Secondary structure and
disorder prediction

o 1o - 1o - 1)

PR MF T QI AAEQPDLQVPTEEQI GSAYSRWRRKARSLSMATDVGFRMPSVWLAEGHSGVAPVY

Secondary ARAARARRARARA AAARAMAARARAARARARRARARRA ==
structure
SS
confidence

Disorder ? 2 2 2 227?

Disorder
confidence
70 80 90 100 110 120

BT L YRFDYSTPLLKLLLVRAAHATELPYVWGNLGGSQDPALKLGDAKAAI AVSRRVRTRWI N
Secondary

, RANRAANANSN RANNAARNARNARANANNN
structure
SS 0 I HE BN I L _____________________________________________________|]
confidence
Disorder 272 22272 2

Disorder
confidence

PRI F ATRGKPTGPDGEPDWP CYEEAHRACLI | GRRDAVVHDVDAHI RATWGSKW

. 130 . 140 150 160 170

Secondary

—_— RAUNRARRRARAN
structure AR
SS
I = I I I I Tl 2

confidence =
Disorder ——————2 222 2?2 —? 722
Disorder I T . S I I Il a2 2 OO S

confidence

Confidence Key
High(9) Il [IIRIl Low (0)
? Disordered ( 14%)
AR Alpha helix ( 44%)
iy Beta strand ( 6%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

