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Detailed template
information

# Template Alignment Coverage 3D Model Confidence

1 cldsjA_ _Alignment
2 c6hwhB_ Alignment
3 c5262N_ Alignment -
4 c4el8B_ . Alignment

% i.d.

Template Information

PDB header:viral peptide

22 Chain: A: PDB Molecule:vpr protein;
PDBTitle: nmr solution structure of vpr50_75, 20 structures
PDB header:electron transport
Chain: B: PDB Molecule:ubiquinol-cytochrome c reductase iron-
22 sulfur subunit;
PDBTitle: structure of a functional obligate respiratory
supercomplex from2 mycobacterium smegmatis
PDB header:electron transport
27 Chain: N: PDB Molecule:cytochrome c oxidase subunit ndufa4;

PDBTitle: structure of human cytochrome c oxidase

PDB header:cell adhesion

B: PDB Molecule:catenin alpha-1;

e: alpha-e-catenin is an autoinhibited molecule that co-
activates2 vinculin



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1dsjA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4314ef71f217effb/c1dsjA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c6hwhB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4314ef71f217effb/c6hwhB_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5z62N_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4314ef71f217effb/c5z62N_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c4e18B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4314ef71f217effb/c4e18B_.4.pdb

c2yevC_ Alignment

PDB header:electron transport
28 Chain: C: PDB Molecule:caa3-type cytochrome oxidase subunit iv;
PDBTitle: structure of caa3-type cytochrome oxidase



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2yevC_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/4314ef71f217effb/c2yevC_.5.pdb

