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Secondary structure and
disorder prediction

10 . 2 O I 30 40 5 O 60

PRI MTI NYQF GDVDAHGAMI RAQAGLLEAEHQAI | RDVLTASDF WGGAGSAACQGF | T QLGRN

Secondary ~ - N
structure ARARAARARA
: SS .
confidence
Disorder 2 ? 2 ? ? 222222722
Disorder

confidence

1o R
PRI F QVI YEQANAHGQKVQAAGNNMAQTDSAVGS S WA
Sy »—ARARAAA —AARAARRARAA —
structure—

SS

. T e ] NN I .
confidence

Disorder ————————— 2222?22727272122222222222222217?
DISOrder T T

confidence

Confidence Key
High(9) Il [ERINE Low (0)
? Disordered ( 41%)
AR Alpha helix ( 61%)
=) Beta strand ( 15%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

