mdejesus@rockefeller.edu
W RVBD1271c_(-
:z Sl ) 1419967 1420308
Wed Jul 31 22:05:36 BST
| owefor
EEEE c220fa9a2ebf105d

onyra

-—

Secondary structure and
disorder prediction
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Confidence Key
High(9) | TIIIIIE Low (0)
? Disordered ( 23%)
AR Alpha helix ( 67%)
sy Beta strand ( 0%)

WA TM helix ( 14%)
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