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Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

PBFEMESMT TTAEKTDRPGKPGSSDTSGRVVRVTGPVVDVEFPRGSI PELFNALHAEI TFESLAKTL

Secondary - -
~ RAARAANR ———— L -
structure
confidence
Disorder 2 2 2?2 —————2222222?22727? ?2 —2 —? 222272 ——

Disorder

0 I .
confidence

70 80 90 100 110 120

TLEVAQHLGDNLVRTI SLQPTDGLVRGVEVI DTGRSI SVPVGEGVKGHVFNALGDCL DEP

Secondary )
— — ety m -
structure

____-_ L] N

Disorder ?2 —27? 22722

Disorder
confidence
130 140 150 160 . . . 170 . P 180

GYGEKFEHWSI HRKPPAFEELEPRTEMLETGLKVVDLLTPYVRGGKI ALFGGAGVGKTVL

Secondary AARRARARA — — ARAR
structure
SS | I | T |
confidence
Disorder —2 2 2 ? ? 22272272 -2222722122?

Dl_sorder [ | . BN . |
confidence
190 . 200 . 210 220 .. .23 .. 240
| QEMI NRI ARNFGGTSVFAGVGERTREGNDLWVELAEANVLKDTALVFGQMDEPPGTRMR
Secondary
R e e 0 G 0 L L L Sy —_——
structure m
SS
confidence
Disorder ?

Disorder
confidence
250 260 . .. 270 . . 280 . . 290 . . 300

VALSALTMAEWFRDEQGQDVLLFI DNI FRFTQAGSEVSTLLGRMPSAVGYQPTLADEMGE
Secondary) u gy AARAARAARRAR — s——— AAAAARAARARAAAR ARRURRARRAR
structure

SS

confidence
Disorder 2222222222222 2?272? —72 —r

Disorder
confidence
. 310 . . . .. .320 . . . 330 340 350 360

LQERI TSTRGRSI TSMQAVYVPADDYTDPAPATTFAHLDATTELSRAVFSKGI FPAVDPL

Secondary - -
RRAR — ARRAARARN — RRRR
structure
SS | . & | L . T HENE I S I
confidence
Disorder ———2 22?2222 2

DI_Sorder | ||
confidence
L0370 . . . ., . . . .380 . . . ., . . . .39 . . . ., . . . .40 . . . ., . . . .40. . . .., . . . .40

P ASSSTI LDPSVVGDEHYRVAQEVI RI LQRYKDLQDI | Al LGI DELSEEDKQLVNRARRI E
Secondar
Y —AAAAA —AAR AAARARAARAARAARARAARARRARAN — AAAAAANANNNANN

structure

conﬂdence
D|§order - —
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

.. ... 430, ..., L440 . ..., .0450 . ..., 4860 . . .., . . .o.470. . . ., . . . .48

P RFLSQNMMAAEQFTGQPGSTVPVKETI EAFDRLCKGDFDHVPEQAFFLI GGLDDLAKKAE
naar

secondary, p g R e L L S G e e W W B L P R L L L e

structure
confidence

Disorder ?2 —? ?2 —?
Disorder
confidence

SLGAKL
Secondary .
structure e
SS
confidence
Disorder ——2? ?

Disorder —
confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 20%)
A% Alpha helix ( 43%)
w5 Beta strand ( 16%)



