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Secondary structure and
disorder prediction

1 10 20 30 40 50 60

XS MARTLALRASAGLVAGMAMAAL TLAPGARAET GEQFP GDGVFLVGTDIAPGTYRTEGPSN

Secondary . J i . a
e ——— - e ——————— g [E— [EE—— e
structure
confidence
Disorder 2 2 2222?22?22 ? 2222222221222 ? 727
Disorder I I O e | [ N . e |

confidence

70 80 90 100 110 120

PP LI LVFGRVSELSTCSWSTHSAPEVSNENI VDT NT S MGPMSV VI PPTVAAF QT HNCKLWM

Secondary - - - . N
— Ny ————— [P I ————— I —————
structure
. SS - — I I I EIEEEE S SR DD -
confidence
Disorder 2 ———2 2 2 2 2 2? 22722222 2 22 22?2 22?2 —
Disorder O E— T I D Ol D OO T S .

confidence

| Sequence IS
Secondary
structure

SS
P —

Disorder —? ?

Disorder

confidence

Confidence Key
High(9) [l FEIRIII Low (0)
? Disordered ( 44%)

A% Alpha helix ( 0%)
sy Beta strand ( 49%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

