mdejesus@rockefeller.edu
RVBD1383_(carA)_1555977_1557107

PGETE Wed Jul 31 22:05:49 BST 2019

Unique J°b 5f61c3ac51f00879

onyr

Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

PR L SKAVLVLEDGRVFTGRPFGATGQALGEAVFSTGMSGYQETLTDPSYHRQI VVATAPQI G

Secondary - - . ) )
——— N ———— I ———— [—— N ——————
structure
SS T L ] | Il NN B ..

confidence
Disorder 2 2 2 ?

D|§order —
confidence
70 80 90 100 110 120

NTGWNGEDSESRGERI WVAGYAVRDPSPRASNWRATGTLEDELI RQRI VGI AGI DTRAVYV
Secondar
N AR ——— — AS—AAAANNN e QNN

structure

--_ U N I N .

Disorder ?

Disorder
confidence
130 140 150 160 . . . 170 . . 180

RHLRSRGSMKAGVFSDGALAEPADLI ARVRAQQSMLGADLAGEVSTAEPYVVEPDGPPGV
Pecondary AARAN—— s— ARARARRRRA RARURANR -

structure
SS
confidence

Disorder 22 222222 R

Disorder
confidence
190 . 200 . 210 220 . . . 230 . .. 240

SRFTVAALDLGI KTNTPRNFARRGI RCHVLPASTTFEQI AELNPHGVFLSNGPGDPATAD
Secondar N N
Y — RAARAAARAAN — RANASS — RNNAS

structure

SS
TN I SIS T S 02 B 20202 0000 -
conrgence —

Disorder

Disorder
confidence
. 250 . . . - . .. . 260 . . . - . . .. 270 . . 280 . . . 290 . P 300

P HYVALTREVLGAGI PLFGI CFGNQI LGRALGLSTYKMVFGHRGI NI PVVDHATGRVAVTA

Secondar ; } ;
Y AMAAAAAAAAAR e UL — ————— S—
structure
SS
confidence

Disorder ?

Disorder
confidence
310 .. . 320 . . . 330 340 350 360

QNHGFALQGEAGQSFATPFGPAVVSHTCANDGVVEGVKLVDGRAFSVQYHPEAAAGPHDA
Secondary [—— I ———— I ———— — A%
[

structure
)
confidence
Disorder

Disorder
confidence
s T s o o o g

PR EYLFDQFVELMAGEGR

Secondary. u gy ARRAARAARAA ——
structure
SS
confidence

Disorder 221272
Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRIEI Low (0)
? Disordered ( 6%)
A% Alpha helix ( 26%)
) Beta strand ( 29%)
WS TM helix ( 4%)



