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Secondary structure and
disorder prediction

1. . ., . . . .10 . .. L, .200 . ..., ... .30 ..., ... .80 . ..., . . . .5 . . . .., . . . .60
B VTLRVVPESLAGASAAI EAVTARLAAAHAAAAPFI AAVI PPGSDSVSVCNAVEFSVHGSQ
SO —m—p— S ARARAATILARARAA

structure

confidence

Disorder 2 2 —2 2 ? ? —2? ? 2722 ? 2272 ?

Disorder I I . I B TTEE T

confidence

L. ... .. .70 . .. .. .. . .80 . . . .., . . . .9 . . . .., . . . .100. .

X HYAMAAQGVEELGRSGYVGVAESGASYAARDALAAASYLSGGL

Secondary) u q ARAAAAAAAAAAAAAAAAAAAAAAAAARAARARARAAN —
structure
SS
confidence

Disorder 2222 2222?2122
Disorder

. | B W |
confidence

Confidence Key
High(9) JIEITIREIN Low (0)
? Disordered ( 26%)
AR Alpha helix ( 85%)
= Beta strand ( 3%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

