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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
M MMP DY HALI VGAGFSGI GAAI KLDRAGFSDYLVVEAGDGVGGTWHWNTYPGI AVDI PSFS
S d . . _

Ay —— AAARARARARAR —— — ———RAR

structure

SS

confidence
Disorder ? ? ?

D|§order —
confidence
70 80 90 100 110 120

PEEMEES Y QF SFEQSRHWSRTYAPGHELKAYAEHCVDKYGI RSRI RLNTKVLAAEFDDEHSLWRVQT

Sy LULLLTTLLTTULLY —_— —_—
ey ——————|
structure l
SS
I T T T R e e ——
confidence |
Disorder ?

Disorder
confidence
130 140 150 160 . . 170 . . 180

IS DP GGEl TARFLI SACGI LTVPKLPDI DGVDSFEGVTMHTARWDHTQDLTGKRVGI | GTGA

Secondary - . )
L ————— ettt [R— —————
structure
SS . _______________________________| . - = | I BN e N IS4 4.

confidence
Disorder

Disorder

confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PEEMEE S AVQVI PEMAPI VSHLTVFQRTPI WCFPKFDVPLPTAVRWAMRI PGGKAVHRLLSQAFVE

Secondary N N

B e e A —— L L P P W P L G L L L L

structure

SS

confidence
Disorder 2 2

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

e ATFPI AAHYFAVFPLAKHMESAGRRYLRQQVHDPVVREQLTPRYAVGCKRPGFHNTYLST

2econdary RRARARAR ARARARARARAARRRRRA —
Structure RRRRRAR RRAR
SS [ | Y S LW I . I [
confidence
Disorder ————2 —2 —? 2

Disorder
confidence
310 320 330 340 350 360

PRI F NRDNVRLVTEPI DKI TPTAVATTDGASHEI DVLVLATGFKVLDTDSI PTYAVTGTGGAS
Secondary - -

structure PA—— J J ‘ ‘ ‘ ‘
confidence
Disorder 2?2

Disorder
confidence
370 380 390 400 410 420

PR L SRFWDEHRLQAYEGVSVPGYPNFFTVFGPYGYVGSSYFALI ETQAHHI I RCLKRARRTG

Sifr‘{{;‘t‘ﬁ{g ARAAA— AAAAA —_— SAAGAATTALIRAAAAARAAARA —
SS
HEE 4 BN I o .
confidence —
Disorder ?

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

PEMEE A TRI EVTEEANARYFAEVMRRRHRQVF WQDSCRLANSYYFDKNGDVPLRPTTTVEAYWRS

SCCONMRY, ey AAAAAAARAARRRRAN — p ARARARARA
structure —p
SS HE IS S B S BN S - T

confidence

Disorder
Disorder
confidence

N
XM RRFDLGDYRI

90

SS

Secondary  —
structure AR
SS
I [
confidence
Disorder ? ??

Disorder
confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 3%)
AR Alpha helix ( 32%)
= Beta strand ( 22%)
RS TM helix ( 6%)



