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Detailed template

information

# Template Alignment Coverage 3D Model Confidence
1 c2pm7A_ Alignment

2 c2kncA_ Alignment

3 c3mzIH_ Alignment

% i.d.

13

Template Information

PDB header:protein transport

Chain: A: PDB Molecule:protein transport protein sec31;
PDBTitle: crystal structure of yeast sec13/31 edge element of the
copii2 vesicular coat, selenomethionine version

24

PDB header:cell adhesion

Chain: A: PDB Molecule:integrin alpha-iib;

PDBTitle: platelet integrin alfaiib-beta3 transmembrane-
cytoplasmic2 heterocomplex

13

PDB header:protein transport
Chain: H: PDB Molecule:protein transport protein sec31;
PDBTitle: sec13/sec31 edge element, loop deletion mutant
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