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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80

PR MT DGl VALGGGHGLYATLSAARRLTPYVTAVVTVADDGGSSGRLRSELDVVPPGDLRMAL
Secondar - -

Y ——— RARRARRAN e RAARAARAR  RRARARAR

structure

SS

confidence
Disorder 2 2 ? 2 2

Disorder
confidence
70 80 90 100 110 120

P AALASDSPHGRLWATI LQHRFGGSGALAGHPI GNLMLAGLSEVLADPVAALDELGRI LGV

>econdary RAR———— RRLTIRRRRRAR ARRTTLIRRRAR — ARARARRRRARR

structure

_-_—____

Disorder ? ? 2222272722
Disorder

. N N0 0 [ .|
confidence

.. . .. . . . .13 . . . .., . . . .10 . . . ., . . . .25 . . . ., . . . .160 . . . ., . . . 170 . . . ., . . . .180
P KGRVLPMCPVALQlI EADVSGLEADPRMFRLI RGQVAI ATTPGKVRRVRLLPTDPPATRQA
Secondary

i — — — — — [ —— ———————— AR5
structure
confidence
Disorder 222722 2
|

Disorder
confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
P VDAl MAADLVVLGPGSWFTSVI PHVLVPGLAAALRATSARRALVLNLVAEPGETAGFSVE
Secondary - -
B e e 0 L L M L L L L L L L L S
structure AR
SS

confidence
Disorder

Disorder
confidence
... ... 025000 ..., L260 . ..., . ...270. ..., ... .0280 . . . .o, .o.o.o.290 . . . .., . . . .300
B RHLHYVLAQHAPGFTVHDI | | DAERVPSEREREQLRRTATMLQAEVHFADVARPGTPLHDP
Pecondaly RAARARAAR ——————— ARRAARARAA AR s— —t——
structure u l
SS

confidence
Disorder 2222

confidence
. . .. . . . 310, . . .., . . . .32 . . . ... . . . .330. . . .. . . . .380. .
PR GKLAAVLDGVCARDVGASEPPVAATQEI PI DGGRPRGDDAWR
Secondany’ o g ARARARAARAAR
structure
SS
confidence
Disorder ?2 22?2?2272 ?2?2?2?2?2?27?2?22?227?2?22?27?2?2?272727?727?727?727?77?

Disorder
confidence

Confidence Key
High(9) I ENIRIRN Low (0)
? Disordered ( 15%)
A% Alpha helix ( 38%)
= Beta strand ( 17%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

