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Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

MTLT.PEASKSVAQPPTQAPLTQEEAI ASLGRYGYGWADSDVAGANAQRGLSEAVVRDI SA

Secondary AR ALALRALARAR ARR ARARALAAN
structure
confidence
Disorder 2 2 2222222222272 2?21?272?2?2? ? ?2 —2 —22?
Disorder —— — EEEES————T S I S EE——
confidence

.70 . 80 90 100 110 120

KKNEPDWMLQSRLKALRI FDRKPI PKWGSNLDGI DFDNI KYFVRSTEKQAASWDDLPEDI

e ———— ARUARLARRRIARARAR RRARRAAN AR AR

structure

Disorder ——? ? ?2 —2 2222222222272 —

D|§order
confidence
L0130 . . . ., . .. .180 . . . ., . . . 150 . . . ... . . . 160 . . . ... . . . .170. . . ... . . . .18

RNTYiDRLGI PEAEKQRLVAGVAAQYESEVVYHQI REDLEAQGVI FLDTDTGLREHPDI FK

Secondary . } )
~~~~~~~~ —_—_— ——ARA— LLLLLLLLLLUULUT
structure RAAASR —— RN ——
confidence
Disorder 22 2122 2
|

Disorder
confidence
190 . 200 . 210 220 . . . 230 . .. 240

EYFGTVI PAGDNKFSALNTAVWSGGSFI YVPPGVHVDI PLQAYFRI NTENMGQFERTLI I

Secondary -
—————— RAAAARARAN — —— I ——— | —————————
structure AAAAAA -

confidence

Disorder 22722

Disorder
confidence
250 260 .o.270 . L. 280 . . 290 . . 300

ADEGSYVHYVEGCLPAGELI TTADGDLRPIES]I RVGDFVTGHDGRPHRVTAVQVRDLDGE

Secondary . . . }
R S ——— T ——————— e —
structure > - —

Disorder

Disorder
confidence
L0310 . . . ., . . . .320. . . ... . . . .33 . . . ... . . . .380 . . . ... . . . .3 . . . .. . . . .360

LFTFLFPMSPANAFSVTAEHPLLAI PRDEVRVMRKERNGWKAEVNSTKLRSAEPRWI AAKD
Secondary

structure o e e —— —
confidence —
Disorder ? 2222272

Disorder
confidence
370 380 390 400 410 420

VAEGDFLI YPKPKPI PHRTVLPLEFARLAGYYLAEGHACLTNGCESLI FSFHSDEFEYVE
Secondar
N — AMAAANAAAAAN ey ey —— RNNANN

structure

confidence

Disorder 222 2
Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

P DVRQACKSLYEKSGSVLI EEHKHSARVTVYTKAGYAAMRDNVGI GSSNKKLSDLLMRQDE

Secondary mesmmmmm ——— —— LALAAALRAARA RRARAN A

structure

Disorder

Disorder
confidence
490 500 510 520 530 540

B ' FLRELVDAYVNGDGNVTRRNGAVWKRVHT TSRLWAFQLQSI LARLGHYATVELRRPGGP
Secondary - - -
ARMMARARRAAAN — ——  — AAAAARARAAAAN
structure
ss
confidence

Disorder
Disorder
confidence

PEEMEE GVI MGRNVVRKDI YQVQWTEGGRGPKQARDCGDYFAVPI KKRAVREAHEPVYNLDVENPD

550 560 570 580 590 600

Secondary
S — — ———————| —
structure
confidence
Disorder ——2 ? —? 2221272 22

Disorder . R B e — R ——————— . — B e

confidence

610 620 630 640 650 660

PSS YLAYGFAVHNCTAPI YKSDSLHSAVVEI | VKPHARVRYTTI QNWSNNVYNLVTKRARAE

Secondary N - ; }
B S — ey e ——— | ———————— ——
structure
SS L B | | B (NN —
confidence

Disorder

Disorder
confidence
670 680 690 700 710 720

T A GATMEWI DGNI GSKVTMKYPAVWMT GEHAKGEVLSVAFAGEDQHQDT GAKMLHLAPNTS

Secondary y A »—— »— -
—— e ——— e ———— ey ——— R ————]
structure
confidence
Disorder ?

Disorder
confidence
730 740 750 760 770 780

P S NI VSKSVARGGGRTSYRGLVQVNKGAHGSRSSVKCDALLYVDTVSRSDTYPYVDI REDDV
Secondary N N N
structure

SS
confidence

Disorder 2222222 22

Disorder
confidence
790 800 810 820 830 840

P T MGHEATVSKVSENQLFYLMSRGLTEDEAMAMVVRGFVEPI AKELPMEYALELNRLI ELQ
S O Y | ey AAAAAAAAA —  AAAAAAAAAARAAAAAAAA —AAAAAAARARRAAAR
structure
SS
confidence
Disorder 222

DI_Sorder I |
confidence

MEGAVG
Secondary ARAR —

structure

SS
conrserce S

Disorder —? ? ? 2

Disorder
- |
confidence



Confidence Key
High(9) I JIIRIEI Low (0)
? Disordered ( 11%)
A% Alpha helix ( 24%)
= Beta strand ( 37%)



