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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
RS VMVDTGVDHRAVSSHDGPDAGRRVFGAADPRFACVVRAFASMFPGRRFGGGALAVYLDGQ
Secondary - -
ey RAARARANANANANNN ey ——
structure |
SS
confidence

Disorder [
confidence
.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
PEmEES P VVDVWKGWADRAGWYP WSADSAPMVFSATKGMTATVI HRLADRGLI DYEAPVAEYWPAF
Secondar N N
(S —— ey —— LRARARRVRRWIAN RAAA—

structure

——- [ -

Disorder

Disorder
confidence
130 140 150 160 . . 170 . . 180

B GANGKATLTVRDVMRHQAGLS GLRGATQQDLLDHVVMEERLAAAVP GRLLGKSAYHALTF
Secondary LYY AAR —ARRARARARA — R

structure

I B [ e L B |
confidence

Disorder

Disorder
confidence
190 . 200 . 210 220 230 . 240

P GWL MSGLARAVTGKDMRLLFREELAEPLDTDGLHLGRPPADAPTRVAEI | MPQDI AANAV

Pecondal ARAARARARARA ——AAAAAARARAAA RRARN
SS I N . LI |
confidence
Disorder ? 2222?22

Disorder
confidence

ML TCAMRRLAHRFSGGFRSMYFPGAI AAVQGEAPLLDAEI PAANGVATARALARMYGAI AN
SeaniEry ARRRR— — AARARARARAAN

structure

250 260 5 o B o o 280 .29 . . 300

Disorder —2 —2 2 2?2 —7? ? ?

Disorder
confidence
310 320 330 340 350 360

PR GGEl DGl RFLSRELVTGLTRNRRQVLPDRNLLVPLNFHLGYHGMPI GNVMPGFGHVGL GG

Secondary - } )
~~~~~~ — RARRRRRN -
structure —
confidence

Disorder ? ?2 —2? 2222272

Disorder

confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
eS| GWITDPETGVAFALVHNRLLSPLYVMTDHAGFVGI YHLI RQAAAQARKRGYQPVTPFGAP

Secondary —— N
x e ALLLLAALARARAAAAAN

structure

confidence

Disorder 2?22?2222 ?2 —272227272?27?27?77?

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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