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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
XM MNRPSAVSRRQRDLLAASGLLGPRLPRI LAAVALGVLSLGSALALAGVSAWLI TRAWQMP
Secondary AAAAAAARAAAAAAALLLLIALLLLLLALLLUR LR LLAAN —

structure

SS

. [ |
confidence

Disorder
confidence
70 80 90 100 110 120

BT P VL DLSVAVVAVRAFAI SRGVLHYCERLATHDTALRAAGRARTLI YHRLAHGPAAAAVGL
Secondary g g AARRALILRUTRLTRRLRLARRLARLUIAAARAAAAAAARAARRAAN ARAA

structure

SS
confidence

Disorder 22 —

Disorder
confidence
130 140 150 160 . . . 170 . P 180

BT HS GDLAARVGADVDELANMLVRALVPI AVAAVLAVAATAVVAAVSVPAAVVLAVCLLVAG
5‘;;‘:};‘33{({_ —AAAMAAAAAAAAAAAAAAAALASAASAAAAAAAASLASSASASAAASAAAASSAAASSS
SS
confidence
Disorder

Disorder

confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PErMmEESVVAPWLAGRTAAAQEAI ARQHRGMRDTSAMI ALEHAPELRVAGALRNVI ADSQRRQHAWA
Secondary LRGN GGWASARRRRIRNAANAAARARRSIIIRRRAAANAAAAAS  RANAAARAAAAAANNNN

structure

)
confidence

Disorder

Disorder
confidence
250 260 .o.270 . L. 280 . . 290 . . 300

BT DAL DAAARTGAI AEAMPTAAI GASLLGAVVAGI GMAPTVAPTTLAI LMLLPLSAFEATVA
Secondary mm ARARARLRRRULRRULARAULRRUURRRARRA———— ARAAAAAAAAAAARARARAR

structure

SS
confidence

Disorder

Disorder
confidence
310 320 330 340 350 360

PR LPAAAVQLTRSRI AAARLLDLTGSNRVRETESTVSARLPVGTGVLAADVCCGHQEAQSI R

Secondary -
8 LAAALAARALNANANN —
structure e —

SS

. L I . | | B
confidence
Disorder 2222?222722222272?27?
| I .

Disorder

confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
PV Tl DLPPGARLAVTGASGAGKTTLLMTLAGLLPPVHGRVLLDGTNLSDFDEDELRSAVSF

Secondary ey ARAARRAR — - RAR - AARAARR

structure

confidence

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450

460

470 480

P F AEDAHI FATTVRDNLLTARGDCPDDELI EALDRVGLCGWLAGLPEGLSTVLI GGAQAVS

Secondary
structure

SS
conrgence

Disorder

Disorder
confidence

—ARRAR—RARRAA ———— ARARRRRAAR ——ARAR

490 500 5 o B o o

FI52 OB

530 540

) A GQRRRLLLARAVLSPARI VLLDEPVEHLDAANADLLRDLLAPNSGI MSAMRTVVVATHH

Secondary
structure
SS
confidence
Disorder

Disorder
confidence

Sequence

Secondary
structure
)
confidence

Disorder

Disorder
confidence

L. . .. . . . 550 . . . .., . . . .60 . . . .., . . . .570. . . .., .
LPNDI QCAELSI ATDQRCRRRGTNSSDNNTNASAKT
AAAAAA ) —m———— AARARA——————

Confidence Key
High(9) [ LIRINN ow (0)
? Disordered ( 7%)

A% Alpha helix ( 66%)
) Beta strand ( 7%)

A TM helix ( 26%)



