Phyra?

Detailed template
information

RVBD1706A (-
_1934489_1934656

Fri Aug 2 13:30:30 BST
2019

71a7e28da752fa93

# Template Alignment Coverage

3D Model Confidence % i.d. Template Information

Fold:Immunoglobulin-like beta-sandwich
Superfamily:E set domains
Family:RhoGDI-like

PDB header:plant protein
Chain: G: PDB Molecule:s-locus protein 11;
PDBTitle: plant receptor complex

PDB header:membrane protein

Chain: A: PDB Molecule:sodium/hydrogen exchanger 1;
PDBTitle: structural and functional analysis of tm xi of the nhel2
isoform of the na+/h+ exchanger

1 dlkmta_ Alignment
2 c5ayyG Alignment_
3 c2kbvA_ I Alignment
4 c3emfB_ I Alignment

PDB header:cell adhesion
Chain: B: PDB Molecule:hia (adhesin);
PDBTitle: crystal structure of haemophilus influenzae hiabd2



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1kmta_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/71a7e28da752fa93/d1kmta_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5gyyG_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/71a7e28da752fa93/c5gyyG_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kbvA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/71a7e28da752fa93/c2kbvA_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3emfB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/71a7e28da752fa93/c3emfB_.4.pdb

