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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
BV WrsQMl VAPAFVDAAAKDLATI GSAI SRANAEALVPI TALLPAGADDVSAAI AALFATH
Secondary -
structure
SS [ W e s IS e | . ____________________________|
confidence
Disorder ? ? ? ? 2?22221727?27? ?
Di,sorder [ IS 4D S -
confidence
70 80 90 100 110 120

P GQAYQELSAHAVAFHEQFVQLMSAGAAQYASAEAANSSPLQI VGQTALDAI NSPVQTLTG
Secondary) u u AAARARAARAAAAAAAARAAAA — AAAAAAAAAAAARAAAAAAARAAAAARAARAR —

structure

SS

L.} o T N I
confidence
Disorder 222?2?22?22222222?2222?2 2222222221272
Disorder TR R e I ;I | o mm
confidence
.. . .. . . . .13 . . . .., . . . .10 . . . ., . . . .25 . . . ., . . . .160 . . . ., . . . 170 . . . ., . . . .180
XM RPLI GNGANGVAGTGQNGGDGGWLYGNGGNGGSGGTGQNGGNGGSAGLWGSGGNGGQGGA
Secondary
structure
- SS — _ B
confidence
Disorder 22222222 —22?2?2?2?22?2?2?2?2? ——22222?2?2?2?222?22?2?2?2?2? ——?—2?2?2222222?2221?2?
Di§order | N . I . I —— Iy | |
confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PR GANGAAGQPGKAGGSGGNGGAGGWI YGHGGHGGAGGNGGNATAPGGASAGFDGGAGGNGG

Secondary
structure
SS
confidence

Disorder
confidence

... ... 025000 ..., L260 . ..., . ...270. ..., ... .0280 . . . .o, .o.o.o.290 . . . .., . . . .300
P S GGRGGLLFGNGGNGSVGGMGGQGTNDTAGDSAGSGGLGGNGGNGAQGGWLI GNGGQGGD
Secondary
structure

-

SS
e —

Disorder o —— W —— T —
confidence

L. . ... .. 0310 . . . ., ... .03200. . . ., ... .0330. . . ... . . .o .340 . . . . . . . . .35 . . . .., . . . .360

PR S GAGGGTDSTQTGVMNGASGGSAGI AGNGGDAGLVGNGGAGGNGGNGAAGSALGTTI FGG

Secondary
structure
)
confidence

Disorder
confidence

. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
PR S GGVGGS GGDGGNGGWLFGSGASGGNGGQGGDAGTNGFAGFGGSAGGGGWVYGAVNFGPI S
Secondary
structure

SS

. N [ e e e e e 0 e O S O R
confidence

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

.. ... 430, ..., L440 . ..., .0450 . ..., 4860 . . .., . . .o.470. . . ., . . . .48
XMV QGFGLFGHGGDGGNGGDVGAGSLSI QFGASGGDGGQGGVLYGNGGNGGNAGSGGGTGFE
Secondary
structure

_ SS .
confidence
Disorder
confidence
490 500 510 520 530 540

Y GSAGQGGAAI LI GNGGAGGNGATGGTGVGNI | QEAGGDGSDGGAGGSGGLLF GSGGAGGI
Secondary
structure

SS
confidence
Disorder
confidence
550 . 560 . 570 580 . 590 . 600

PR GGAGGYVGGSGNDGGNGGDGGQGGASGLGI GNGGPGGSGGTGGAGGTGGSAGTGGAGGDGG
Secondary
structure

)
confidence
Disorder
confidence
610 620 630

XM NAALLI GTGGDGGDGVPPAPGGQGGKGGLI GLPGQNGQP
Secondary
structure

SS
corrgence g

Disorder
confidence

Confidence Key
High(9) I ENIRIRN ow (0)
? Disordered ( 87%)
A% Alpha helix ( 16%)
= Beta strand ( 1%)



