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Secondary structure and
disorder prediction

1 10 20 30 40 50 60

PEEEMEIELCQTCRVGKRRDAREQI EAKI VELGRRQLLDHGAAGLSLRAI ARNLGMVSSAVYRYVSSR

Secondary
ALALAARAARAARAARAL ARARAANA RRARA
structure &
confidence

confidence
5 o o o545 o 5 o o MWo o o o5 0o 0 o o o 5 o a5 o o o oo TWoe o o o5 0 o0 o oMDo o o o5 o o o oM@ o 5 oo o o oo olEY
PEEMEEDELLTLLLVDAYSDLADTVDRARDDTVADSWSDDVI Al ARAVRGWAVTNPARWALLY GSP
Secondary. m g AARAAAAAAAAAAAAAARRARRA — AMAAARAARALAARARAR ARARRARA
structure
SS
confidence
Disorder 222222
Disorder
confidence

130 140 150 160 s o o WO o o o .. . 180

B VPGYHAPPDRTAGVATRVVGAFFDAI AAGI ATGDI RLTDDVAPQPMSSDFEKI RQEF GFP
Secondary
——————— A A R R N R R R N e G L P L R G L L L ey

structure

SS
confidence
Disorder 2 2 2 2 —2 2 ? ) ,

Disorder
conraence b
.. .. ... 190 . ..., L.2000 . ..., .. .2100. . L, o2200. .., ..o2300. . L.
M GDDRVVTKCFLLWAGVVGAI SLEVFGQYGADMLTDPGVVFDAQTRLLVAVLAEH
S d
cCondary. __ aAAAARAAARARAARRAAARRAAN AMRAAARRAAARRRARR —

structure
SS

confidence
Disorder 22122

Disorder
confidence

Confidence Key
High(9) I EIREEIN Low (0)
? Disordered ( 14%)
A% Alpha helix ( 69%)
= Beta strand ( 0%)

SR TM helix ( 7%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

