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# Template Alignment Coverage

1 c4cadC_ Alignment
2 c4cadF_ Alignment

3 c3wdoA_ Alignment

% i.d.
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Template Information

PDB header:protein binding

Chain: C: PDB Molecule:ras and a-factor converting enzyme 1,
rcel;

PDBTitle: mechanism of farnesylated caax protein processing by
the integral2 membrane protease rcel

12

PDB header:protein binding

Chain: F: PDB Molecule:ras and a-factor converting enzyme 1,
rcel;

PDBTitle: mechanism of farnesylated caax protein processing by
the integral2 membrane protease rcel
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PDB header:transport protein
Chain: A: PDB Molecule:mfs transporter;
PDBTitle: structure of e. coli yajr transporter
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