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Secondary structure and
disorder prediction

10 20 30 40 50 60

MVRLi PSLLAMATVLGGVI GCSAHQPPTPASGCRQLDAFLKWHHGVREFLQSAI DANSRC

Seconda’ —ARARAAARRAAAARAAAA RRRR RARARARRRRRRANR
structure

. -__ & | | e e EE ]
confidence

Disorder ? 2 2222222222222222222222222221227? 22
DlSOrder | |

confidence

.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12

P T GTADGSARKVAI FDWDNTVVKNDI GYATNYYMLQHSLVLQPANQDWHAASRYLTDAAAN
naar It It

e ey —_— —  RARARARARRRRAAN AAR

structure

___-_ e L B

Disorder
confidence
130 140 150 160 . . 170 . . 180

B ALSVACGKVVPAGKPLPTGSNALCANEI LSLLDGETTTGQPAFVGNNVRRLAGPYAWSNA

Secondary
ARTTTTAARTTTIIARALALARARARRANRAN RRR
structure
confidence
Disorder 2222 2

Disorder
confidence
190 . .. .20 . . . . .o.210 . . . 220 . . . 230 . .. 240

PR LSAGYTAEELAGFADQAKKQNLAADVGATQQVGTQQVDGYI RVYPQMKDLI GTLQAHGI D

Secondary
RAA - ARARARARRRRRRAR RARARRRRRRAR
structure N
| I = ]
confidence
Disorder ? 2

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

e T WVYSASPEPI VKVWAGEVGLDDQHVVGVRSVADQSGKLTAHLVGCGGVRDGDDSVMTYL

2SN ey AAARAARARAN AR —) ——— —
structure
SS LB e R LB B e ——— LB
confidence
Disorder ?2?27? 227272

Disorder
confidence
310 .. .320 . . . 330 340 350 360

M DGKRCWANQVI FGVTGPQAFNQLAADRRQVLAAGDSNSDATFVGDATVVSLVI NRNQDDL
Secondar _ _
ccondary  ARARARRARAA - ARARAR - —— - RARRR - — RAR
SS
confidence
Disorder

Disorder
confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
P MCRAYDGLFTRGGKWAI NPMFI DPLPQHAPYVCGEAFI NPDGSKQPVLRNDGTPI PDQVD

>econdary RRARA ———RR

structure

confidence

Disorder ——2 2 222 2? ——7?2 —22?27? —2727? —27? ?2?2?2?2?2?2?—21?72?2?2?7?2?2? —272722?

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

SVF
Secondary
structure

SS
conrgence g

Disorder 2 2 2
Disorder
confidence

Confidence Key
High(9) I EHIENN Low (0)
? Disordered ( 24%)
AR Alpha helix ( 39%)
) Beta strand ( 9%)



